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<210> 1 

<211> 2830 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (135) . . (2207) 

<400> 1 

cggacgcgtg ggcggacgcg tgggtcgccc acgcgtccga cttgttgcag ttgctgtagg 60 

attctaaatc caggtgattg tttcaaactg agcatcaaca acaaaaacat ttgtatgata 12 0 

tctatatttc aatc atg gac caa aat caa cat ttg aat aaa aca gca gag 170 
Met Asp Gin Asn Gin His Leu Asn Lys Thr Ala Glu 
15 10 

gca caa cct tea gag aat aag aaa aca aga tac tgc aat gga ttg aag 218 
Ala Gin Pro Ser Glu Asn Lys Lys Thr Arg Tyr Cys Asn Gly Leu Lys 
15 20 25 

atg ttc ttg gca get ctg tea etc age ttt att get aag aca eta ggt 266 
Met Phe Leu Ala Ala Leu Ser Leu Ser Phe lie Ala Lys Thr Leu Gly 
30 35 40 

gea att att atg aaa agt tec ate att cat ata gaa egg aga ttt gag 314 
Ala lie lie Met Lys Ser Ser lie lie His lie Glu Arg Arg Phe Glu 
45 50 55 60 

ata tec tct tct ctt gtt ggt ttt att gac gga age ttt gaa att gga 362 
lie Ser Ser Ser Leu Val Gly Phe lie Asp Gly Ser Phe Glu lie Gly 
65 70 75 

aat ttg ctt gtg att gta ttt gtg agt tac ttt gga tec aaa eta cat 410 



Asn Leu Leu Val lie Val Phe Val Ser Tyr Phe Gly Ser Lys Leu His 
80 85 90 

aga cca aag tta att gga ate ggt tgt ttc att atg gga att gga ggt 458 
Arg Pro Lys Leu lie Gly He Gly Cys Phe He Met Gly He Gly Gly 
95 100 105 

gtt ttg act get ttg cca cat ttc ttc atg gga tat tac agg tat tct 506 
Val Leu Thr Ala Leu Pro His Phe Phe Met Gly Tyr Tyr Arg Tyr Ser 
110 115 120 

aaa gaa act aat ate gat tea tea gaa aat tea aea teg aee tta tec 554 
Lys Glu Thr Asn He Asp Ser Ser Glu Asn Ser Thr Ser Thr Leu Ser 
125 130 135 140 

act tgt tta att aat caa att tta tea etc aat aga gca tea cct gag 602 
Thr Cys Leu He Asn Gin He Leu Ser Leu Asn Arg Ala Ser Pro Glu 
145 150 155 

ata gtg gga aaa ggt tgt tta aag gaa tct ggg tea tac atg tgg ata 650 
He Val Gly Lys Gly Cys Leu Lys Glu Ser Gly Ser Tyr Met Trp He 
160 165 170 

tat gtg ttc atg ggt aat atg ctt cgt gga ata ggg gag act ece ata 698 
Tyr Val Phe Met Gly Asn Met Leu Arg Gly He Gly Glu Thr Pro He 
175 180 185 

gta cca ttg ggg ctt tct tac att gat gat ttc get aaa gaa gga cat 746 
Val Pro Leu Gly Leu Ser Tyr He Asp Asp Phe Ala Lys Glu Gly His 
190 195 200 

tct tct ttg tat tta ggt ata ttg aat gca ata gca atg att ggt cca 794 
Ser Ser Leu Tyr Leu Gly He Leu Asn Ala He Ala Met He Gly Pro 
205 210 215 220 

ate att gge ttt ace ctg gga tct etg ttt tct aaa atg tac gtg gat 842 
He He Gly Phe Thr Leu Gly Ser Leu Phe Ser Lys Met Tyr Val Asp 
225 230 235 

att gga tat gta gat eta age act ate agg ata act cct act gat tct 890 
He Gly Tyr Val Asp Leu Ser Thr He Arg He Thr Pro Thr Asp Ser 
240 245 250 

ega tgg gtt gga get tgg tgg ctt aat ttc ctt gtg tct gga eta ttc 938 
Arg Trp Val Gly Ala Trp Trp Leu Asn Phe Leu Val Ser Gly Leu Phe 
255 260 265 

tec att att tct tec ata cca ttc ttt ttc ttg ece caa act cca aat 986 
Ser He He Ser Ser He Pro Phe Phe Phe Leu Pro Gin Thr Pro Asn 
270 275 280 

aaa cca caa aaa gaa aga aaa get tea ctg tct ttg cat gtg ctg gaa 1034 
Lys Pro Gin Lys Glu Arg Lys Ala Ser Leu Ser Leu His Val Leu Glu 
285 290 295 300 

aea aat gat gaa aag gat caa aea get aat ttg ace aat caa gga aaa 1082 
Thr Asn Asp Glu Lys Asp Gin Thr Ala Asn Leu Thr Asn Gin Gly Lys 
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305 



310 



315 



aat att acc 
Asn lie Thr 



ctt act aat 
Leu Thr Asn 
335 

gta age age 
Val Ser Ser 
350 

caa cag tat 
Gin Gin Tyr 
365 

ata acc ata 
lie Thr lie 



att aaa aaa 
lie Lys Lys 



ttt act get 
Phe Thr Ala 
415 

etc tgt gaa 
Leu Cys Glu 
430 

aat aat cea 
Asn Asn Pro 
445 

tea gac tge 
Ser Asp Cys 



aat gga ata 
Asn Gly lie 



agt ggc aat 
Ser Gly Asn 
495 

gta act ggt 
Val Thr Gly 
510 

cca aga gat 
Pro Arg Asp 
525 



aaa aat gtg 
Lys Asn Val 
320 

ccc etg tat 
Pro Leu Tyr 



tat att ggt 
Tyr lie Gly 



ggt cag cct 
Gly Gin Pro 
370. 

cct att ttt 
Pro lie Phe 
385 

ttc aaa etg 
Phe Lys Leu 
400 

gtg atg tea 
Val Met Ser 



aae aaa tea 
Asn Lys Ser 



gtg aca tct 
Val Thr Ser 
450 

aat tgt gat 
Asn Cys Asp 
465 

act tac ate 
Thr Tyr lie 
480 

aaa aag cct 
Lys Lys Pro 



etc cag aae 
Leu Gin Asn 



gat get tgt 
Asp Ala Cys 
530 



act ggt ttt 
Thr Gly Phe 
325 

gtt atg ttt 
Val Met Phe 
340 

get ttt act 
Ala Phe Thr 
355 

tea tct aag 
Ser Ser Lys 



gca agt gga 
Ala Ser Gly 



aae acc gtt 
Asn Thr Val 
405 

ttg tec ttt 
Leu Ser Phe 
420 

gtt gee gga 
Val Ala Gly 
435 

cat aga gat 
His Arg Asp 



gaa agt caa 
Glu Ser Gin 



tea ccc tgt 
Ser Pro Cys 
485 

ata gtg ttt 

lie Val Phe 

500 

aga aat tac 
Arg Asn Tyr 
515 

aca agg aaa 
Thr Arg Lys 



ttc cag tct 
Phe Gin Ser 



gtg ctt ttg 
Val Leu Leu 



tat gtc ttc 
Tyr Val Phe 
360 

get aae ate 
Ala Asn lie 
375 

atg ttt tta 
Met Phe Leu 
390 

gga att gee 
Gly lie Ala 



tac eta tta 
Tyr Leu Leu 



eta ace atg 
Leu Thr Met 
440 

gta cca ctt 
Val Pro Leu 
455 

tgg gaa cca 
Trp Glu Pro 
470 

eta gea ggt 
Leu Ala Gly 



tac aae tge 
Tyr Asn Cys 



tea gee cat 
Ser Ala His 
520 

ttt tac ttt 
Phe Tyr Phe 
535 



ttt aaa age 
Phe Lys Ser 
330 

acg ttg tta 
Thr Leu Leu 

345 

aaa tac gta 
Lys Tyr Val 



tta ttg gga 
Leu Leu Gly 



gga gga tat 
Gly Gly Tyr 
395 

aaa ttc tea 
Lys Phe Ser 
410 

tat ttt ttc 
Tyr Phe Phe 
425 

ace tat gat 
Thr Tyr Asp 



tct tat tge 
Ser Tyr Cys 



gtc tgt gga 
Val Cys Gly 
475 

tge aaa tct 
Cys Lys Ser 
490 

agt tgt ttg 
Ser Cys Leu 
505 

ttg ggt gaa 
Leu Gly Glu 



ttt gtt gca 
Phe Val Ala 



ate 1130 
lie 



caa 1178 
Gin 



gag 122 6 

Glu 



gtc 1274 

Val 

380 

ate 1322 
lie 



tgt 1370 
Cys 



ata 1418 
lie 



gga 1466 
Gly 



aae 1514 

Asn 

460 

aae 1562 
Asn 



tea 1610 
Ser 



gaa 1658 
Glu 



tge 1706 
Cys 



ata 1754 

He 

540 
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caa gtc ttg aat tta ttt ttc tct gca ctt gga ggc acc tea cat gtc 1802 
Gin Val Leu Asn Leu Phe Phe Ser Ala Leu Gly Gly Thr Ser His Val 

545 550 555 

atg ctg att gtt aaa att gtt caa cct gaa ttg aaa tea ctt gca ctg 1850 
Met Leu lie Val Lys lie Val Gin Pro Glu Leu Lys Ser Leu Ala Leu 
560 565 570 

ggt ttc cac tea atg gtt ata cga gca eta gga gga att eta get cea 1898 
Gly Phe His Ser Met Val lie Arg Ala Leu Gly Gly lie Leu Ala Pro 
575 580 585 

ata tat ttt ggg get ctg att gat aca acg tgt ata aag tgg tec acc 1946 
He Tyr Phe Gly Ala Leu He Asp Thr Thr Cys He Lys Trp Ser Thr 

590 595 600 

aac aac tgt ggc aca cgt ggg tea tgt agg aca tat aat tec aca tea 1994 
Asn Asn Cys Gly Thr Arg Gly" Ser Cys Arg Thr Tyr Asn Ser Thr Ser 
605 610 615 620 

ttt tea agg gtc tac ttg ggc ttg tct tea atg tta aga gtc tea tea 2042 
Phe Ser Arg Val Tyr Leu Gly Leu Ser Ser Met Leu Arg Val Ser Ser 
625 630 635 

ctt gtt tta tat att ata tta att tat gcc atg aag aaa aaa tat caa 2 090 

Leu Val Leu Tyr He He Leu He Tyr Ala Met Lys Lys Lys Tyr Gin 
640 645 650 

gag aaa gat ate aat gca tea gaa aat gga agt gtc atg gat gaa gca 213 8 

Glu Lys Asp He Asn Ala Ser Glu Asn Gly Ser Val Met Asp Glu Ala 
655 660 665 

aac tta gaa tec tta aat aaa aat aaa cat ttt gtc cct tct get ggg 2186 
Asn Leu Glu Ser Leu Asn Lys Asn Lys His Phe Val Pro Ser Ala Gly 
670 675 680 

gca gat agt gaa aca cat tgt taaggggaga aaaaaagcea cttetgcttc 2237 
Ala Asp Ser Glu Thr His Cys 
685 690 

tgtgtttcca aacagcattg cattgattca gtaagatgtt atttttgagg agttcctggt 2297 

ectttcacta agaatttcca catcttttat ggtggaagta taaataagcc tatgaactta 2357 

taataaaaea aactgtaggt agaaaaaatg agagtactea ttgttacatt atagetacat 2417 

atttgtggtt aaggttagae tatatgatec ataeaaatta aagtgagaga catggttact 2477 

gtgtaataaa agaaaaaata cttgttcagg taattctaat tettaataaa acaaatgagt 2537 

atcatacagg tagaggttaa aaaggaggag ctagattcat ateetaagta aagagaaatg 2597 

cctagtgtct attttattaa acaaacaaac acagagtttg aactataata etaaggcetg 2 657 

aagtctaget tggatatatg etacaataat atctgttact cacataaaat tatatatttc 2717 
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acagacttta tcaatgtata attaacaatt atcttgttta agtaaattta gaatacattt 2 777 
aagtattgtg gaagaaataa agacattcca atatttgcaa aaaaaaaaaa aaa 2830 



<210> 2 

<211> 691 

<212> PRT 

<213> Homo sapiens 

<400> 2 

Met Asp Gin Asn Gin His Leu Asn Lys Thr Ala Glu Ala Gin Pro Ser 
15 10 15 



Glu Asn Lys Lys Thr Arg Tyr Cys Asn Gly Leu Lys Met Phe Leu Ala 
20 25 30 



Ala Leu Ser Leu Ser Phe lie Ala Lys Thr Leu Gly Ala lie lie Met 
35 40 45 



Lys Ser Ser lie lie His lie Glu Arg Arg Phe Glu lie Ser Ser Ser 
50 55 60 



Leu Val Gly Phe lie Asp Gly Ser Phe Glu lie Gly Asn Leu Leu Val 
65 70 75 80 



lie Val Phe Val Ser Tyr Phe Gly Ser Lys Leu His Arg Pro Lys Leu 
85 90 95 



lie Gly lie Gly Cys Phe lie Met Gly lie Gly Gly Val Leu Thr Ala 
100 105 110 



Leu Pro His Phe Phe Met Gly Tyr Tyr Arg Tyr Ser Lys Glu Thr Asn 
115 120 125 



lie Asp Ser Ser Glu Asn Ser Thr Ser Thr Leu Ser Thr Cys Leu lie 
130 135 140 



Asn Gin lie Leu Ser Leu Asn Arg Ala Ser Pro Glu lie Val Gly Lys 
145 150 155 160 



Gly Cys Leu Lys Glu Ser Gly Ser Tyr Met Trp lie Tyr Val Phe Met 
165 170 175 



Gly Asn Met Leu Arg Gly lie Gly Glu Thr Pro lie Val Pro Leu Gly 
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180 



185 



190 



Leu Ser Tyr lie Asp Asp Phe Ala Lys Glu Gly His Ser Ser Leu Tyr 
195 200 205 



Leu Gly lie Leu Asn Ala lie Ala Met lie Gly Pro lie lie Gly Phe 
210 215 220 



Thr Leu Gly Ser Leu Phe Ser Lys Met Tyr Val Asp lie Gly Tyr Val 
225 230 235 240 



Asp Leu Ser Thr lie Arg lie Thr Pro Thr Asp Ser Arg Trp Val Gly 
245 250 255 



Ala Trp Trp Leu Asn Phe Leu Val Ser Gly Leu Phe Ser lie lie Ser 
260 265 270 



Ser lie Pro Phe Phe Phe Leu Pro Gin Thr Pro Asn Lys Pro Gin Lys 
275 280 285 



Glu Arg Lys Ala Ser Leu Ser Leu His Val Leu Glu Thr Asn Asp Glu 
290 295 300 



Lys Asp Gin Thr Ala Asn Leu Thr Asn Gin Gly Lys Asn lie Thr Lys 
305 310 315 320 



Asn Val Thr Gly Phe Phe Gin Ser Phe Lys Ser lie Leu Thr Asn Pro 
325 330 335 



Leu Tyr Val Met Phe Val Leu Leu Thr Leu Leu Gin Val Ser Ser Tyr 
340 345 350 



lie Gly Ala Phe Thr Tyr Val Phe Lys Tyr Val Glu Gin Gin Tyr Gly 
355 360 365 



Gin Pro Ser Ser Lys Ala Asn lie Leu Leu Gly Val lie Thr lie Pro 
370 375 380 



lie Phe Ala Ser Gly Met Phe Leu Gly Gly Tyr lie lie Lys Lys Phe 
385 390 395 400 



Lys Leu Asn Thr Val Gly lie Ala Lys Phe Ser Cys Phe Thr Ala Val 
405 410 415 
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Met Ser Leu Ser Phe Tyr Leu Leu Tyr Phe Phe lie Leu Cys Glu Asn 
420 425 430 



Lys Ser Val Ala Gly Leu Thr Met Thr Tyr Asp Gly Asn Asn Pro Val 
435 440 445 



Thr Ser His Arg Asp Val Pro Leu Ser Tyr Cys Asn Ser Asp Cys Asn 
450 455 460 



Cys Asp Glu Ser Gin Trp Glu Pro Val Cys Gly Asn Asn Gly lie Thr 
465 470 475 480 



Tyr lie Ser Pro Cys Leu Ala Gly Cys Lys Ser Ser Ser Gly Asn Lys 
485 490 495 



Lys Pro lie Val Phe Tyr Asn Cys Ser Cys Leu Glu Val Thr Gly Leu 
500 505 510 



Gin Asn Arg Asn Tyr Ser Ala His Leu Gly Glu Cys Pro Arg Asp Asp 
515 520 525 



Ala Cys Thr Arg Lys Phe Tyr Phe Phe Val Ala lie Gin Val Leu Asn 
530 535 540 



Leu Phe Phe Ser Ala Leu Gly Gly Thr Ser His Val Met Leu lie Val 
545 550 555 560 



Lys lie Val Gin Pro Glu Leu Lys Ser Leu Ala Leu Gly Phe His Ser 
565 570 575 



Met Val He Arg Ala Leu Gly Gly He Leu Ala Pro He Tyr Phe Gly 
580 585 590 



Ala Leu He Asp Thr Thr Cys He Lys Trp Ser Thr Asn Asn Cys Gly 
595 600 605 



Thr Arg Gly Ser Cys Arg Thr Tyr Asn Ser Thr Ser Phe Ser Arg Val 
610 615 620 



Tyr Leu Gly Leu Ser Ser Met Leu Arg Val Ser Ser Leu Val Leu Tyr 
625 630 635 640 
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lie lie Leu lie Tyr Ala Met Lys Lys Lys Tyr Gin Glu Lys Asp lie 
645 650 655 



Asn Ala Ser Glu Asn Gly Ser Val Met Asp Glu Ala Asn Leu Glu Ser 
660 665 670 



Leu Asn Lys Asn Lys His Phe Val Pro Ser Ala Gly Ala Asp Ser Glu 
675 680 685 



Thr His Cys 
690 



<210> 3 

<211> 2442 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> CDS 

<222> (179) . . (2239) 

<400> 3 

cccgggtcga cccacgcgtc cgggataaag tactcccagg aaggctttga gccttggcag 60 

aagaggctgg gattgaagct tcagggagag ccagaggtga ggctggagtg ggagatcacc 120 

tgaggcaggg ccagcgggtg aggtacccca ggtaccagac aaggaaacca aagccaca 178 

atg ggc aca gaa aac aca cct gga ggc aaa gcc age cca gac cct cag 226 
Met Gly Thr Glu Asn Thr Pro Gly Gly Lys Ala Ser Pro Asp Pro Gin 
15 10 15 

gac gtg egg cca agt gtg ttc- cat aac ate aag ctg ttc gtt ctg tgc 274 
Asp Val Arg Pro Ser Val Phe His Asn lie Lys Leu Phe Val Leu Cys 
20 25 30 

cac age ctg ctg cag ctg gcg cag etc atg ate tec ggc tac eta aag 322 
His Ser Leu Leu Gin Leu Ala Gin Leu Met lie Ser Gly Tyr Leu Lys 
35 40 45 

age tec ate tec aca gtg gag aag cgc ttc ggc etc tee age cag aeg 370 
Ser Ser He Ser Thr Val Glu Lys Arg Phe Gly Leu Ser Ser Gin Thr 
50 55 60 

teg ggg ctg ctg gcc tec ttc aac gag gtg ggg aac aca gcc ttg att 418 
Ser Gly Leu Leu Ala Ser Phe Asn Glu Val Gly Asn Thr Ala Leu He 
65 70 75 80 

gtg ttt gtg age tat ttt ggc age egg gtg cac ega ccc ega atg att 466 
Val Phe Val Ser Tyr Phe Gly Ser Arg Val His Arg Pro Arg Met He 
85 90 95 
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ggc tat ggg 
Gly Tyr Gly 



ccg cac ttc 
Pro His Phe 
115 

gat atg cca 
Asp Met Pro 
130 

gcc cca gcc 
Ala Pro Ala 

145 

acc cag cat 
Thr Gin His 



ctg ggc gtg 
Leu Gly Val 



gtt gac ttt 
Val Asp Phe 
195 

ttt gca gtg 
Phe Ala Val 
210 

etc atg ctg 
Leu Met Leu 
225 

ate age ctg 
lie Ser Leu 



ggt ttc etc 
Gly Phe Leu 



ttc ttc ttc 
Phe Phe Phe 
275 

egg cga aag 
Arg Arg Lys 
290 

gac tct ccc 
Asp Ser Pro 
305 



get ate ctt 
Ala lie Leu 

100 

ate teg gag 
lie Ser Glu 



cag gac ttc 
Gin Asp Phe 



teg gee ccc 
Ser Ala Pro 
150 

ctg agt gtg 
Leu Ser Val 
165 

ggc ggg gtg 
Gly Gly Val 
180 

gcc cac aac 
Ala His Asn 



acc atg atg 
Thr Met Met 



ege ctt tat 
Arg Leu Tyr 
230 

acc ata aag 
Thr lie Lys 
245 

ate get gee 
lie Ala Ala 
260 

ccc aag gaa 
Pro Lys Glu 



gtc tta gca 
Val Leu Ala 



tct aag cag 
Ser Lys Gin 
310 



gtg gee ctg 
Val Ala Leu 
105 

cca tac cgc 
Pro Tyr Arg 
.120 

aag get tec 
Lys Ala Ser 
135 

tec aat ggc 
Ser Asn Gly 



gtg ggg ate 
Val Gly lie 



ccc att cag 
Pro lie Gin 
185 

agt aac teg 
Ser Asn Ser 
200 

ggg cca ggc 
Gly Pro Gly 
215 

gtg gac att 
Val Asp lie 



gac ccc cga 
Asp Pro Arg 



ggt gca gtg 
Gly Ala Val 
265 

atg ccc aag 
Met Pro Lys 
280 

gtc aca gac 
Val Thr Asp 
295 

age ect ggg 
Ser Pro Gly 



gcg ggc ctg 
Ala Gly Leu 



tac gac aac 
Tyr Asp Asn 



ctg tgc ctg 
Leu Cys Leu 
140 

aac tgc tea 
Asn Cys Ser 
155 

atg ttc gtg 
Met Phe Val 
170 

ccc ttt ggc 
Pro Phe Gly 



ccc etc tac 
Pro Leu Tyr 



ctg gcc ttt 
Leu Ala Phe 
220 

aac cag atg 
Asn Gin Met 
235 

tgg gtg ggt 
Trp Val Gly 
250 

gcc ctg get 
Ala Leu Ala 



gaa aaa cgt 
Glu Lys Arg 



tea cct gcc 
Ser Pro Ala 
300 

gag tee aeg 
Glu Ser Thr 
315 



etc atg act 
Leu Met Thr 

110 

ace age cct 
Thr Ser Pro 
125 

ccc aca acc 
Pro Thr Thr 



age tac aca 
Ser Tyr Thr 



gca cag ace 
Ala Gin Thr 
175 

ate tec tac 
lie Ser Tyr 
190 

etc ggg ate 
Leu Gly lie 
205 - 

ggg ctg ggc 
Gly Leu Gly 



cca gaa ggt 
Pro Glu Gly 



gcc tgg tgg 
Ala Trp Trp 
255 

gee ate ccc 
Ala lie Pro 
270 

gag ctt cag 
Glu Leu Gin 
285 

agg aag ggc 
Arg Lys Gly 



aag aag cag 
Lys Lys Gin 



etc 514 
Leu 



gag 5 62 

Glu 



teg 610 
Ser 



gaa 658 
Glu 

160 . 

ctg 706 
Leu 



ate 754 
He 



ctg 802 
Leu 



age 850 
Ser 



ggt 898 

Gly 

240 

ctg 946 
Leu 



tac 994 
Tyr 



ttt 1042 
Phe 



aag 1090 
Lys 



gat 1138 

Asp 
320 
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ggc eta gtc 
Gly Leu Val 



gtc ttc ccc 
Val Phe Pro 



ctg gtg gtc 
Leu Val Val 

355 

gcc ace ttc 
Ala Thr Phe 
370 

tec tac gcc 
Ser Tyr Ala 
385 

gtg ggc ate 
Val Gly He 



cct gtg gga 
Pro Val Gly 



ttc ttc age 
Phe Phe Ser 
435 

gcg ggc ate 
Ala Gly He 
450 

cca age tge 
Pro Ser Cys 
465 

gtc tge gae 
Val Cys Asp 



ggc tge tea 
Gly Cys Ser 



ttc tac ace 
Phe Tyr Thr 
515 

gga tec tge 
Gly Ser Cys 
530 

ctg gtc age 



eag att gca 
Gin lie Ala 
325 

agg gtg ctg 
Arg Val Leu 
340 

ctg tec eag 
Leu Ser Gin 



ctg ecc aag 
Leu Pro Lys 



aac ctg etc 
Asn Leu Leu 
390 

gtg gtg ggt 
Val Val Gly 

405 

tge ggt gee 
Cys Gly Ala 
420 

ctg ccg etc 
Leu Pro Leu 



aea eae eag 
Thr His Gin 



atg gag gee 
Met Glu Ala 
470 

ecc age act 
Pro Ser Thr 
485 

age tgg gtg 
Ser Trp Val 
500 

aac tge age 
Asn Cys Ser 



gae tea acg 
Asp Ser Thr 



ctg ggc teg 



eea aac ctg 
Pro Asn Leu 



ctg eag ace 
Leu Gin Thr 
345 

gta tge ttg 
Val Cys Leu 
360 

ttc ctg gag 
Phe Leu Glu 
375 

ate ggc tge 
He Gly Cys 



ggc gtc ctg 
Gly Val Leu 



ett tge ctg 
Leu Cys Leu 
425 

ttc ttt ate 
Phe Phe He 
440 

ace agt gee 
Thr Ser Ala 
455 

tge tec tge 
Cys Ser Cys 



egt gtg gaa 
Arg Val Glu 



gtc cag gat 
Val Gin Asp 
505 

tge gtg gtg 
Cys Val Val 
520 

tge age cat 
Cys Ser His 
535 

gee ctg gee 



act gtg ate 
Thr Val He 
330 

eta ege eae 
Leu Arg His 



tea tec atg 
Ser Ser Met 



cgc cag ttt 
Arg Gin Phe 
380 

etc tee ttc 
Leu Ser Phe 
395 

gtc aag egg 
Val Lys Arg 
410 

ctg ggg atg 
Leu Gly Met 



ggc tge tec 
Gly Cys Ser 



eae cct ggg 
His Pro Gly 
460 

cca ttg gae 
Pro Leu Asp 
475 

tac ate aca 
Tyr He Thr 
490 

get ctg gae 
Ala Leu Asp 



gag ggc aac 
Glu Gly Asn 



ctg gtg gtg 
Leu Val Val 
540 

tgt etc ace 



eag ttc att 
Gin Phe He 
335 

ccc ate ttc 
Pro He Phe 
350 

get gcg ggc 
Ala Ala Gly 
365 

tee ate aea 
Ser He Thr 



cct teg gtc 
Pro Ser Val 



etc eae ctg 
Leu His Leu 
415 

ctg ctg tge 
Leu Leu Cys 
430 

age eae cag 
Ser His Gin 
445 

ctg gag ctg 
Leu Glu Leu 



ggc ttt aac 
Gly Phe Asn 



ccc tge eae 
Pro Cys His 
495 

aac age cag 
Asn Ser Gin 
510 

ccc gtg ctg 
Pro Val Leu 
525 

ecc ttc ctg 
Pro Phe Leu 



eae aea ccc 



aaa 1186 
Lys 



ctg 1234 
Leu 



atg 1282 
Met 



gee 1330 
Ala 



ate 1378 

He 

400 

ggc 1426 
Gly 



etc 1474 
Leu 



att 1522 
He 



tet 1570 
Ser 



cct 1618 

Pro 

480 

gea 1666 
Ala 



gtt 1714 
Val 



gea 1762 
Ala 



etc 1810 
Leu 



tec 1858 
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Leu Val Ser Leu Gly Ser Ala Leu Ala Cys Leu Thr His Thr Pro Ser 
545 550 555 560 



ttc atg etc ate eta aga gga gtg aag aaa gaa gac aag act ttg get 1906 
Phe Met Leu lie Leu Arg Gly Val Lys Lys Glu Asp Lys Thr Leu Ala 
565 570 575 

gtg ggc ate eag ttc atg ttc ctg agg att ttg gee tgg atg ccc age 1954 
Val Gly lie Gin Phe Met Phe Leu Arg lie Leu Ala Trp Met Pro Ser 
580 585 590 

ccc gtg ate eac ggc age gee ate gae ace ace tgt gtg cae tgg gee 2002 
Pro Val lie His Gly Ser Ala lie Asp Thr Thr Cys Val His Trp Ala 
595 600 605 

ctg age tgt ggg egt ega get gtc tgt ege tac tac aat aat gac ctg 2050 
Leu Ser Cys Gly Arg Arg Ala Val Cys Arg Tyr Tyr Asn Asn Asp Leu 
610 615 620 

etc ega aac egg ttc ate ggc etc eag ttc ttc ttc aaa aca ggt tet 2 098 

Leu Arg Asn Arg Phe lie Gly Leu Gin Phe Phe Phe Lys Thr Gly Ser 
625 630 635 640 

gtg ate tge ttc gee tta gtt ttg get gtc etg agg eag eag gae aaa 2146 
Val lie Cys Phe Ala Leu Val Leu Ala Val Leu Arg Gin Gin Asp Lys 
645 650 655 

gag gea agg ace aaa gag age aga tec age cct gee gta gag eag caa 2194 
Glu Ala Arg Thr Lys Glu Ser Arg Ser Ser Pro Ala Val Glu Gin Gin 
660 665 670 

ttg eta gtg teg ggg cea ggg aag aag cea gag gat tee ega gtg 2239 
Leu Leu Val Ser Gly Pro Gly Lys Lys Pro Glu Asp Ser Arg Val 
675 680 685 

tgagctgtct tggggcecca eetggccaag agtagcagee acagcagtae ctectctgag 22 99 

tcctttgece aagattgggt gteaagagcc ctgtgtteca ttctggetee tceaetaaat 23 59 

tgctgtgtga ettcaggcaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 2419 

aaaaaaaaaa aaaaaaaaaa aaa 2442 



<210> 4 

<211> 687 

<212>. PRT 

<213> Homo sapiens 

<400> 4 

Met Gly Thr Glu Asn Thr Pro Gly Gly Lys Ala Ser Pro Asp Pro Gin 
15 10 15 



Asp Val Arg Pro Ser Val Phe His Asn lie Lys Leu Phe Val Leu Cys 
20 25 30 
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His Ser Leu Leu Gin Leu Ala Gin Leu Met lie Ser Gly Tyr Leu Lys 
35 40 45 



Ser Ser lie Ser Thr Val Glu Lys Arg Phe Gly Leu Ser Ser Gin Thr 
50 55 60 



Ser Gly Leu Leu Ala Ser Phe Asn Glu Val Gly Asn Thr Ala Leu lie 
65 70 75 80 



Val Phe Val Ser Tyr Phe Gly Ser Arg Val His Arg Pro Arg Met lie 
85 90 95 



Gly Tyr Gly Ala lie Leu Val Ala Leu Ala Gly Leu Leu Met Thr Leu 
100 105 110 



Pro His Phe lie Ser Glu Pro Tyr Arg Tyr Asp Asn Thr Ser Pro Glu 
115 120 125 



Asp Met Pro Gin Asp Phe Lys Ala Ser Leu Cys Leu Pro Thr Thr Ser 
130 135 140 



Ala Pro Ala Ser Ala Pro Ser Asn Gly Asn Cys Ser Ser Tyr Thr Glu 
145 150 155 160 



Thr Gin His Leu Ser Val Val Gly He Met Phe Val Ala Gin Thr Leu 
165 170 175 



Leu Gly Val Gly Gly Val Pro He Gin Pro Phe Gly He Ser Tyr He 
180 185 190 



Val Asp Phe Ala His Asn Ser Asn Ser Pro Leu Tyr Leu Gly He Leu 
195 200 205 



Phe Ala Val Thr Met Met Gly Pro Gly Leu Ala Phe Gly Leu Gly Ser 
210 215 220 



Leu Met Leu Arg Leu Tyr Val Asp He Asn Gin Met Pro Glu Gly Gly 
225 230 235 240 



He Ser Leu Thr He Lys Asp Pro Arg Trp Val Gly Ala Trp Trp Leu 
245 250 255 
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Gly Phe Leu lie Ala Ala Gly Ala Val Ala Leu Ala Ala lie Pro Tyr 
260 265 270 



Phe Phe Phe Pro Lys Glu Met Pro Lys Glu Lys Arg Glu Leu Gin Phe 
275 280 285 



Arg Arg Lys Val Leu Ala Val Thr Asp Ser Pro Ala Arg Lys Gly Lys 
290 295 300 



Asp Ser Pro Ser Lys Gin Ser Pro Gly Glu Ser Thr Lys Lys Gin Asp 
305 310 315 320 



Gly Leu Val Gin lie Ala Pro Asn Leu Thr Val lie Gin Phe lie Lys 
325 330 335 



Val Phe Pro Arg Val Leu Leu Gin Thr Leu Arg His Pro lie Phe Leu 
340 345 350 



Leu Val Val Leu Ser Gin Val Cys Leu Ser Ser Met Ala Ala Gly Met 
355 360 365 



Ala Thr Phe Leu Pro Lys Phe Leu Glu Arg Gin Phe Ser lie Thr Ala 
370 375 380 



Ser Tyr Ala Asn Leu Leu lie Gly Cys Leu Ser Phe Pro Ser Val lie 
385 390 395 400 



Val Gly lie Val Val Gly Gly Val Leu Val Lys Arg Leu His Leu Gly 
405 410 415 



Pro Val Gly Cys Gly Ala Leu Cys Leu Leu Gly Met Leu Leu Cys Leu 
420 425 430 



Phe Phe Ser Leu Pro Leu Phe Phe lie Gly Cys Ser Ser His Gin He 
435 440 445 



Ala Gly He Thr His Gin Thr Ser Ala His Pro Gly Leu Glu Leu Ser 
450 455 460 



Pro Ser Cys Met Glu Ala Cys Ser Cys Pro Leu Asp Gly Phe Asn Pro 
465 470 475 480 
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Val Cys Asp Pro Ser Thr Arg Val Glu Tyr lie Thr Pro Cys His Ala 
485 490 495 



Gly Cys Ser Ser Trp Val Val Gin Asp Ala Leu Asp Asn Ser Gin Val 
500 505 510 



Phe Tyr Thr Asn Cys Ser Cys Val Val Glu Gly Asn Pro Val Leu Ala 
515 520 525 



Gly Ser Cys Asp Ser Thr Cys Ser His Leu Val Val Pro Phe Leu Leu 
530 535 540 



Leu Val Ser Leu Gly Ser Ala Leu Ala Cys Leu Thr His Thr Pro Ser 
545 550 555 560 



Phe Met Leu lie Leu Arg Gly Val Lys Lys Glu Asp Lys Thr Leu Ala 
565 570 575 



Val Gly lie Gin Phe Met Phe Leu Arg lie Leu Ala Trp Met Pro Ser 
580 585 590 



Pro Val lie His Gly Ser Ala lie Asp Thr Thr Cys Val His Trp Ala 
595 600 605 



Leu Ser Cys Gly Arg Arg Ala Val Cys Arg Tyr Tyr Asn Asn Asp Leu 
610 615 620 



Leu Arg Asn Arg Phe lie Gly Leu Gin Phe Phe Phe Lys Thr Gly Ser 
625 630 635 640 



Val lie Cys Phe Ala Leu Val Leu Ala Val Leu Arg Gin Gin Asp Lys 
645 650 655 



Glu Ala Arg Thr Lys Glu Ser Arg Ser Ser Pro Ala Val Glu Gin Gin 
660 665 670 



Leu Leu Val Ser Gly Pro Gly Lys Lys Pro Glu Asp Ser Arg Val 
675 680 685 



<210> 5 

<211> 2757 

<212> DNA 

<213> Homo sapiens 
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<220> 

<221> 
<222> 



CDS 

(190) . . (2319) 



<400> 5 

cccacgcgtc cggcgaggag ctgtgccttc cacctctcca gccccggcag gacgggggcg 60 

gccgccgcga acccggggcg gggacagcac gcagcctcga ggcgcgcacc cccgcccggc 120 

agcggccccg acacccgggg cgagcgggaa agcggcagcg gcggcggcgg cggcggcggc 180 

gggggaagg atg cag ggg aag aag ccg ggc ggt teg teg ggc ggc ggc egg 231 
Met Gin Gly Lys Lys Pro Gly Gly Ser Ser Gly Gly Gly Arg 
15 10 

age ggc gag ctg cag ggg gac gag gcg cag agg aac aag aaa aag aaa 279 
Ser Gly Glu Leu Gin Gly Asp Glu Ala Gin Arg Asn Lys Lys Lys Lys 
15 20 25 30 

aag aag gtg tec tge ttt tee aac ate aag ate tte etg gtg tec gag 327 
Lys Lys Val Ser Cys Phe Ser Asn lie Lys lie Phe Leu Val Ser Glu 

35 40 45 

tgc gee ctg atg ctg gcg cag ggc aeg gtg ggc gee tac ctg gtg age 375 
Cys Ala Leu Met Leu Ala Gin Gly Thr Val Gly Ala Tyr Leu Val Ser 
50 55 60 

gtc ctg acc acc ctg gag cgt agg ttc aac ctg cag age get gac gtg 423 
Val Leu Thr Thr Leu Glu Arg Arg Phe Asn Leu Gin Ser Ala Asp Val 
65 70 75 

ggt gtg ate get age age tte gag ate ggg aac ctg gcg etc ate etc 471 
Gly Val lie Ala Ser Ser Phe Glu lie Gly Asn Leu Ala Leu lie Leu 
80 85 90 

tte gtg age tac ttc ggg gca cgc ggg cac egg ccg cgc ctg ate ggc 519 
Phe Val Ser Tyr Phe Gly Ala Arg Gly His Arg Pro Arg Leu lie Gly 
95 100 105 110 

tgc ggc ggc ate gtc atg gcg ctg ggc gcg ctg etg teg gcg ctg ecc 567 
Cys Gly Gly lie Val Met Ala Leu Gly Ala Leu Leu Ser Ala Leu Pro 
115 120 125 

gag ttc ctg acc cac cag tac aag tac gag gcg ggc gag ate cgc tgg 615 
Glu Phe Leu Thr His Gin Tyr Lys Tyr Glu Ala Gly Glu lie Arg Trp 
130 135 140 

ggc gcc gag ggc cgc gac gtc tgc gca gee aac ggc teg ggc ggc gac 663 
Gly Ala Glu Gly Arg Asp Val Cys Ala Ala Asn Gly Ser Gly Gly Asp 
145 150 155 

gag ggg ccc gac ecc gac etc ate tge cgc aac egg aeg get ace aac 711 
Glu Gly Pro Asp Pro Asp Leu lie Cys Arg Asn Arg Thr Ala Thr Asn 
160 165 170 

atg atg tac ttg ctg etc att ggg gee cag gtg etc ctg ggc ate ggt 7 59 
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Met Met Tyr Leu Leu Leu lie Gly Ala Gin Val Leu Leu Gly lie Gly 
175 180 185 190 



get acc cct gtg cag ccc ctg ggc gtc tec tae ate gae gae eae gtg 807 
Ala Thr Pro Val Gin Pro Leu Gly Val Ser Tyr lie Asp Asp His Val 
195 200 205 

egg agg aag gae tec teg etc tat ata gga ate ctg ttc acg atg ctg 855 
Arg Arg Lys Asp Ser Ser Leu Tyr lie Gly lie Leu Phe Thr Met Leu 
210 215 220 

gta ttt gga eea gee tgc ggg ttt ate ctg ggc tct ttc tgt aee aaa 903 
Val Phe Gly Pro Ala Cys Gly Phe lie Leu Gly Ser Phe Cys Thr Lys 
225 230 235 

ate tae gtg gat gcg gtc ttc att gae aca agt aac ctg gae ate act 951 
He Tyr Val Asp Ala Val Phe He Asp Thr Ser Asn Leu Asp He Thr 
240 245 250 

ccg gae gae ccc ege tgg ate gga gee tgg tgg ggt ggc ttt ctg etc 999 
Pro Asp Asp Pro Arg Trp He Gly Ala Trp Trp Gly Gly Phe Leu Leu 
255 260 265 270 

tgc ggt gcc tta etc ttc ttc tct tec etc ttg atg ttt ggg ttt cca 1047 
Cys Gly Ala Leu Leu Phe Phe Ser Ser Leu Leu Met Phe Gly Phe Pro 
275 280 285 

cag tec ctg ccc ccg cac tea gae ccc gee atg gaa age gag cag gcc 1095 
Gin Ser Leu Pro Pro His Ser Asp Pro Ala Met Glu Ser Glu Gin Ala 

290 295 300 

atg etc tec gaa aga gaa tae gag aga eee aag ccc age aae ggg gtc 1143 
Met Leu Ser Glu Arg Glu Tyr Glu Arg Pro Lys Pro Ser Asn Gly Val 
305 310 315 

ctg agg cac ccc ctg gag cca gae age agt gcc tec tgt ttc cag cag 1191 
Leu Arg His Pro Leu Glu Pro Asp Ser Ser Ala Ser Cys Phe Gin Gin 
320 325 330 

ctg aga gtg ate ccg aag gtc acc aag cac ctg etc tea aae cct gtg 1239 
Leu Arg Val He Pro Lys Val Thr Lys His Leu Leu Ser Asn Pro Val 
335 340 345 350 

ttc aee tgc ate ate ctg gee gee tgc atg gag att gca gtg gtg get 12 87 

Phe Thr Cys He He Leu Ala Ala Cys Met Glu He Ala Val Val Ala 
355 360 365 

ggc ttc get gee ttt ttg ggg aag tae ctg gag cag cag ttt aac etc 1335 
Gly Phe Ala Ala Phe Leu Gly Lys Tyr Leu Glu Gin Gin Phe Asn Leu 
370 375 380 

ace aee tct tct gee aae cag ctg ett ggg atg act gcg ate ccg tgt 1383 
Thr Thr Ser Ser Ala Asn Gin Leu Leu Gly Met Thr Ala He Pro Cys 
385 390 395 

get tgt ctg ggt ate ttc ctg gga ggt ett ttg gtg aag aag etc age 1431 
Ala Cys Leu Gly He Phe Leu Gly Gly Leu Leu Val Lys Lys Leu Ser 
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400 

ctg tct gcc 
Leu Ser Ala 
415 

tec act get 
Ser Thr Ala 



cct gtg get 
Pro Val Ala 



tea gee ctg 
Ser Ala Leu 
465 

ace gat tec 
Thr Asp Ser 
480 

tct gcc tgc 
Ser Ala Cys 
495 

tgc etc aec 
Cys Leu Thr 



tgc ccc agt 
Cys Pro Ser 



atg tgt ate 
Met Cys lie 
545 

ate ate etc 
lie lie Leu 
560 

gga gtt ett 
Gly Val Leu 
575 

etc ate tte 
Leu lie Phe 



tte tgt ggg 
Phe Cys Gly 



ega tac ctg 
Arg Tyr Leu 
625 



ctg ggg gcc 
Leu Gly Ala 
420 

tgc tac gte 
Cys Tyr Val 
435 

ggg gtt act 
Gly Val Thr 
450 

gae ccc tac 
Asp Pro Tyr 



tte act eca 
Phe Thr Pro 



ttt get ggc 
Phe Ala Gly 
500 

acc gte cct 
Thr Val Pro 
515 

cct ggg tgc 
Pro Gly Cys 
530 

tgc age ctg 
Cys Ser Leu 



ate agg aca 
lie Arg Thr 



ttt etc etc 
Phe Leu Leu 
580 

ggg get ggc 
Gly Ala Gly 
595 

gag caa ggc 
Glu Gin Gly 
610 

tat gte age 
Tyr Val Ser 



405 

att egg atg 
lie Arg Met 



tec tte etc 
Ser Phe Leu 



gtt ccc tat 
Val Pro Tyr 
455 

teg ccc tgc 
Ser Pro Cys 
470 

gtg tgt ggg 
Val Cys Gly 
485 

tgc aac age 
Cys Asn Ser 



get gag aac 
Ala Glu Asn 



caa gag gee 
Gin Glu Ala 
535 

ate ggt gcc 
He Gly Ala 
550 

gte age cct 
Val Ser Pro 
565 

ctt cgt ttg 
Leu Arg Leu 



ate gae tec 
He Asp Ser 



gcc tgc gte 
Ala Cys Val 
615 

ate gcc ate 
He Ala lie 
630 



410 

gee atg etc 
Ala Met Leu 
425 

tte ctg ggc 
Phe Leu Gly 
440 

gga aac age 
Gly Asn Ser 



aat aat aac 
Asn Asn Asn 



gca gat ggc 
Ala Asp Gly 
490 

acg aat etc 
Thr Asn Leu 
505 

gca acc gtg 
Ala Thr Val 
520 

tte etc act 
Phe Leu Thr 



atg gca eag 
Met Ala Gin 



gaa etc aag 
Glu Leu Lys 
570 

ttg ggc tte 
Leu Gly Phe 
585 

acc tgc ctg 
Thr Cys Leu 
600 

etc tac gae 
Leu Tyr Asp 



geg etc aaa 
Ala Leu Lys 



gte aac ctg 
Val Asn Leu 



tgc gae act 
Cys Asp Thr 
445 

aca gca cct 
Thr Ala Pro 
460 

tgt gaa tgc 
Cys Glu Cys 
475 

ate acc tac 
He Thr Tyr 



acg ggc tgt 
Thr Gly Cys 



gtt cct gga 
Val Pro Gly 
525 

tte etc tgt 
Phe Leu Cys 
540 

aca ccc tea 
Thr Pro Ser 

555 

tc.t tac get 
Ser Tyr Ala 



ate cct cca 
He Pro Pro 



tte tgg age 
Phe Trp Ser 
605 

aat gtg gte 
Asn Val Val 
620 

tee tte gcc 
Ser Phe Ala 
635 



gtg 1479 

Val 

430 

ggc 1527 
Gly 



ggc 1575 
Gly 



caa 1623 
Gin 



ctg 1671 
Leu 



geg 1719 

Ala 

510 

aaa 1767 
Lys 



gtg 1815 
Val 



gte 1863 
Val 



ttg 1911 
Leu 



ccc 1959 

Pro 

590 

acg 2007 
Thr 



tac 2055 
Tyr 



tte 2103 
Phe 
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ate ctg tac acc acc acg tgg cag tgc ctg agg aaa aac tat aaa cgc 2151 
lie Leu Tyr Thr Thr Thr Trp Gin Cys Leu Arg Lys Asn Tyr Lys Arg 
640 645 650 

tac ate aaa aae eac gag gge ggg ctg age acc agt gag ttc ttt gee 2199 
Tyr lie Lys Asn His Glu Gly Gly Leu Ser Thr Ser Glu Phe Phe Ala 
655 660 665 670 

tct act ctg acc eta gac aac ctg ggg agg gac cct gtg cec gca aac 2247 
Ser Thr Leu Thr Leu Asp Asn Leu Gly Arg Asp Pro Val Pro Ala Asn 
675 680 685 

eag aca eat agg aea aag ttt ate tat aae ctg gaa gac eat gag tgg 2295 
Gin Thr His Arg Thr Lys Phe lie Tyr Asn Leu Glu Asp His Glu Trp 
690 695 700 

tgt gaa aae atg gag tee gtt tta tagtgactaa aggagggctg aactetgtat 2349 
Cys Glu Asn Met Glu Ser Val Leu 
705 710 

tagtaateea agggteattt ttttettaaa aaaagaaaaa aaggtteeaa aaaaaaeeaa 2409 

aaeteagtae aeaeaeaeag geaeagatge acacaeacge agaeagaeae aecgaetttg 2469 

teetttttet eageateaga geeagaeagg atteagaata aggagagaat gaeategtge 2529 

ggcagggtcc tggaggeeae tcgcgcggct gggeeaeaga gtetaetttg aaggcaeete 2589 

atggttttca ggatgctgac agctgcaagc aacaggcact gccaaattca gggaacagtg 2 649 

gtggccaget tggaggatgg acatttctgg atacaeatae acatacaaaa cagaaaacat 27 09 

tttttaaaag aagttteeta aaataaaaaa aataaaaaaa aaaaaaaa 2757 

<210> 6 

<211> 710 

<212> PRT 

<213> Homo sapiens 

<400> 6 

Met Gin Gly Lys Lys Pro Gly Gly Ser Ser Gly Gly Gly Arg Ser Gly 
15 10 15 



Glu Leu Gin Gly Asp Glu Ala Gin Arg Asn Lys Lys Lys Lys Lys Lys 
20 25 30 



Val Ser Cys Phe Ser Asn lie Lys lie Phe Leu Val Ser Glu Cys Ala 
35 40 45 



Leu Met Leu Ala Gin Gly Thr Val Gly Ala Tyr Leu Val Ser Val Leu 
50 55 60 
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Thr Thr Leu Glu Arg Arg Phe Asn Leu Gin Ser Ala Asp Val Gly Val 
65 70 75 80 



lie Ala Ser Ser Phe Glu lie Gly Asn Leu Ala Leu lie Leu Phe Val 
85 90 95 



Ser Tyr Phe Gly Ala Arg Gly His Arg Pro Arg Leu lie Gly Cys Gly 
100 105 110 



Gly lie Val Met Ala Leu Gly Ala Leu Leu Ser Ala Leu Pro Glu Phe 
115 120 125 



Leu Thr His Gin Tyr Lys Tyr Glu Ala Gly Glu lie Arg Trp Gly Ala 
130 135 140 



Glu Gly Arg Asp Val Cys Ala Ala Asn Gly Ser Gly Gly Asp Glu Gly 
145 150 155 160 



Pro Asp Pro Asp Leu lie Cys Arg Asn Arg Thr Ala Thr Asn Met Met 
165 170 175 



Tyr Leu Leu Leu lie Gly Ala Gin Val Leu Leu Gly lie Gly Ala Thr 
180 185 190 



Pro Val Gin Pro Leu Gly Val Ser Tyr lie Asp Asp His Val Arg Arg 
195 200 205 



Lys Asp Ser Ser Leu Tyr lie Gly lie Leu Phe Thr Met Leu Val Phe 
210 215 220 



Gly Pro Ala Cys Gly Phe lie Leu Gly Ser Phe Cys Thr Lys lie Tyr 
225 230 235 240 



Val Asp Ala Val Phe lie Asp Thr Ser Asn Leu Asp lie Thr Pro Asp 
245 250 255 



Asp Pro Arg Trp lie Gly Ala Trp Trp Gly Gly Phe Leu Leu Cys Gly 
260 265 270 



Ala Leu Leu Phe Phe Ser Ser Leu Leu Met Phe Gly Phe Pro Gin Ser 
275 280 285 
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Leu Pro Pro His Ser Asp Pro Ala Met Glu Ser Glu Gin Ala Met Leu 
290 295 300 



Ser Glu Arg Glu Tyr Glu Arg Pro Lys Pro Ser Asn Gly Val Leu Arg 
305 310 315 320 



His Pro Leu Glu Pro Asp Ser Ser Ala Ser Cys Phe Gin Gin Leu Arg 
325 330 335 



Val lie Pro Lys Val Thr Lys His Leu Leu Ser Asn Pro Val Phe Thr 
340 345 350 



Cys lie lie Leu Ala Ala Cys Met Glu lie Ala Val Val Ala Gly Phe 
355 360 365 



Ala Ala Phe Leu Gly Lys Tyr Leu Glu Gin Gin Phe Asn Leu Thr Thr 
370 375 380 



Ser Ser Ala Asn Gin Leu Leu Gly Met Thr Ala lie Pro Cys Ala Cys 
385 390 395 400 



Leu Gly lie Phe Leu Gly Gly Leu Leu Val Lys Lys Leu Ser Leu Ser 
405 410 415 



Ala Leu Gly Ala lie Arg Met Ala Met Leu Val Asn Leu Val Ser Thr 
420 425 430 



Ala Cys Tyr Val Ser Phe Leu Phe Leu Gly Cys Asp Thr Gly Pro Val 
435 440 445 



Ala Gly Val Thr Val Pro Tyr Gly Asn Ser Thr Ala Pro Gly Ser Ala 
450 455 460 



Leu Asp Pro Tyr Ser Pro Cys Asn Asn Asn Cys Glu Cys Gin Thr Asp 
465 470 475 480 



Ser Phe Thr Pro Val Cys Gly Ala Asp Gly lie Thr Tyr Leu Ser Ala 
485 490 495 



Cys Phe Ala Gly Cys Asn Ser Thr Asn Leu Thr Gly Cys Ala Cys Leu 
500 505 510 
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Thr Thr Val Pro Ala Glu Asn Ala Thr Val Val Pro Gly Lys Cys Pro 
515 520 525 



Ser Pro Gly Cys Gin Glu Ala Phe Leu Thr Phe Leu Cys Val Met Cys 
530 535 540 



lie Cys Ser Leu lie Gly Ala Met Ala Gin Thr Pro Ser Val lie lie 
545 550 555 560 



Leu lie Arg Thr Val Ser Pro Glu Leu Lys Ser Tyr Ala Leu Gly Val 
565 570 . 575 



Leu Phe Leu Leu Leu Arg Leu Leu Gly Phe lie Pro Pro Pro Leu lie 
580 585 590 



Phe Gly Ala Gly lie Asp Ser Thr Cys Leu Phe Trp Ser Thr Phe Cys 
595 600 605 



Gly Glu Gin Gly Ala Cys Val Leu Tyr Asp Asn Val Val Tyr Arg Tyr 
610 615 620 



Leu Tyr Val Ser lie Ala lie Ala Leu Lys Ser Phe Ala Phe lie Leu 
625 630 635 640 



Tyr Thr Thr Thr Trp Gin Cys Leu Arg Lys Asn Tyr Lys Arg Tyr lie 
645 650 655 



Lys Asn His Glu Gly Gly Leu Ser Thr Ser Glu Phe Phe Ala Ser Thr 
660 665 670 



Leu Thr Leu Asp Asn Leu Gly Arg Asp Pro Val Pro Ala Asn Gin Thr 
675 680 685 



His Arg Thr Lys Phe lie Tyr Asn Leu Glu Asp His Glu Trp Cys Glu 
690 695 700 



Asn Met Glu Ser Val Leu 
705 710 



<210> 7 

^ <211> 3692 

<212> DNA 

<213> Homo sapiens 
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<220> 

<221> misc_feature 
<223> y = c or t 

<220> 

<221> misc_f eature 
<223> k = g or t 

<220> 

<221> CDS 

<222> (617) . . (3160) 

<400> 7 

ctgatttctc ttcggctgga cggaggctgc ctcctcacgc ggctcccaac tattcccgta 60 

gctcagtgcc cccctcccgc cgctctactc agccaggcag acagactgac agactcgcta 120 

gtcggcagct tcactcccga gggtgccgcg agcccaggcg gcgaacaccc ggtacccctg 180 

gcgcagcgag gtgggatgct gtacggacag cagcgctaag tgccccccca cccccggcgc 240 

agggtgcact cgctcctggc cgcgggccca gcggcggcgg cggcggcggc ggcggagggg 3 00 

atgagcccgg gacgcgcgag gcgcctgcct caagctaccg cccggagagg gacgccgagt 3 60 

agggctcatc gcagtaccgc gcggacccct gccccctgtg gcacgcggct gcggagcctt 420 

gaagccgtgt ctgtgatcag gatgcactgg gcgcctcgca gctggtgagg atgccctgct 480 

gcgcggccct gcgcccccag ccccagtccc aggtgggcaa gactgactgg gcccggcttc 540 

ggcccctcgt gccggtggat gaaacgtgcc ggagtgcttg ggtgccatca gctatcaaat 600 

ctgaattcta agcgcc atg gac gaa ggc act gga ctg cag ccc ggg gcg gga 652 
Met Asp Glu Gly Thr Gly Leu Gin Pro Gly Ala Gly 
15 10 

gag cag ctg gag gcg ccg gcc act gca gaa get gtc caa gag agg tgc 700 
Glu Gin Leu Glu Ala Pro Ala Thr Ala Glu A;la Val Gin Glu Arg Cys 
15 20 25 

gag ccg gag acc ytc agg tct aag agt tta ccg gtc etc age age gcc 748 
Glu Pro Glu Thr Xaa Arg Ser Lys Ser Leu Pro Val Leu Ser Ser Ala 
30 35 40 

tec tgc egg eca age etc agt ccc act agt gga gac gee aac ccg gee 7 96 

Ser Cys Arg Pro Ser Leu Ser Pro Thr Ser Gly Asp Ala Asn Pro Ala 

45 50 55 60 

ttt ggc tgt gtg gat tct teg ggc cae cag gag ttg aag caa ggc ccg 844 
Phe Gly Cys Val Asp Ser Ser Gly His Gin Glu Leu Lys Gin Gly Pro 
65 70 75 

aac ccg ttg gee ccc agt ccc tct gcc ccg tec act teg gcg ggg etc 892 
Asn Pro Leu Ala Pro Ser Pro Ser Ala Pro Ser Thr Ser Ala Gly Leu 
80 85 90 
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ggg gac tgt aac cac agg gtg gac etc age aaa acc ttc teg gtg tec 940 
Gly Asp Cys Asn His Arg Val Asp Leu Ser Lys Thr Phe Ser Val Ser 
95 100 105 

tee gee ttg gee atg etc cag gag aga agg tgc etc tae gtg gte etc 988 
Ser Ala Leu Ala Met Leu Gin Glu Arg Arg Cys Leu Tyr Val Val Leu 
110 115 120 

acg gat tec cgt tgc ttc ctg gtg tgc atg tgc ttt ctg acc ttc ate 1036 
Thr Asp Ser Arg Cys Phe Leu Val Cys Met Cys Phe Leu Thr Phe lie 
125 130 135 140 

eag geg tta atg gte tct ggg tae ctg age age gta att ace ace att 1084 
Gin Ala Leu Met Val Ser Gly Tyr Leu Ser Ser Val lie Thr Thr lie 
145 150 155 

gaa agg cgc tac agt ctg aag agt tec gag teg ggg ctg ctg gte age 1132 
Glu Arg Arg Tyr Ser Leu Lys Ser Ser Glu Ser Gly Leu Leu Val Ser 
160 165 170 

tgc ttt gac ate ggg aac ctg gtg gtg gtg gtg ttc gte age tac ttc 1180 
Cys Phe Asp lie Gly Asn Leu Val Val Val Val Phe Val Ser Tyr Phe 
175 180 185 

ggc gge egg ggt egg egg eec ctg tgg ctg gee gtg ggt gga etc etc 1228 
Gly Gly Arg Gly Arg Arg Pro Leu Trp Leu Ala Val Gly Gly Leu Leu 
190 195 200 

ate gee ttc ggg gea gee etc ttc gee tta ect cac ttc ate teg ccc 12 7 6 

lie Ala Phe Gly Ala Ala Leu Phe Ala Leu Pro His Phe lie Ser Pro 
205 210 215 220 

eec tae eag ate eaa gag ttg aac gee teg gee ccc aac gac gge ctg 1324 
Pro Tyr Gin lie Gin Glu Leu Asn Ala Ser Ala Pro Asn Asp Gly Leu 
225 230 235 

tgt cag ggt gge aac tec acc gcc act ttg gag ect ccg gcc tgt ccg 1372 
Cys Gin Gly Gly Asn Ser Thr Ala Thr Leu Glu Pro Pro Ala Cys Pro 
240 245 250 

aag gac teg gga gga aat aat cac tgg gte tae ctg get tta ttc att 1420 
Lys Asp Ser Gly Gly Asn Asn His Trp Val Tyr Leu Ala Leu Phe lie 
255 260 265 

tgc gcg cag att etc att gga atg gge tec aca ect att tat acc ctg 14 68 

Cys Ala Gin lie Leu lie Gly Met Gly Ser Thr Pro lie Tyr Thr Leu 
270 275 280 

gga cca acc tac tta gat gac aat gte aag aaa gaa aac tec tec ttg 1516 
Gly Pro Thr Tyr Leu Asp Asp Asn Val Lys Lys Glu Asn Ser Ser Leu 
285 290 295 300 

tae eta gee ate atg tat gte atg gga gea ett gge ect gea gtg gga 1564 
Tyr Leu Ala He Met Tyr Val Met Gly Ala Leu Gly Pro Ala Val Gly 

305 310 315 



23 



tat tta tta ggt gga ctt ctt att ggt ttt tat gtt gat ccc aga aat 1612 
Tyr Leu Leu Gly Gly Leu Leu lie Gly Phe Tyr Val Asp Pro Arg Asn 
320 325 330 

cct gtt cac ctt gac cag aat gac cct cgt ttc att gga aac tgg tgg 1660 
Pro Val His Leu Asp Gin Asn Asp Pro Arg Phe He Gly Asn Trp Trp 
335 340 345 

agt gga ttc etc ctt tgt gcc att gca atg ttt ctt gtg ata ttc cca 1708 
Ser Gly Phe Leu Leu Cys Ala He Ala Met Phe Leu Val He Phe Pro 
350 355 360 

atg ttt act ttc cca aaa aag ctt cca cct cga cac aag aaa aag aaa 1756 
Met Phe Thr Phe Pro Lys Lys Leu Pro Pro Arg His Lys Lys Lys Lys 
365 370 375 380 

aag aaa aaa ttt tct gtt gat get gtt agt gat gac gat gtt ctg aag 1804 
Lys Lys Lys Phe Ser Val Asp Ala Val Ser Asp Asp Asp Val Leu Lys 
385 390 395 

gag aaa tea aac aac agt gaa caa gcg gac aaa aaa gtt tct teg atg 1852 
Glu Lys Ser Asn Asn Ser Glu Gin Ala Asp Lys Lys Val Ser Ser Met 
400 405 410 

gga ttt gga aag gat gte aga gac eta cca aga gca get gte agg ate 1900 
Gly Phe Gly Lys Asp Val Arg Asp Leu Pro Arg Ala Ala Val Arg He 
415 420 425 

tta age aac atg aca ttc ctt ttt gtg agt ttg tea tac aea get gag 1948 
Leu Ser Asn Met Thr Phe Leu Phe Val Ser Leu Ser Tyr Thr Ala Glu 
430 435 440 

agt gee att gta act get ttc att ace ttc att ccc aag ttc ate gag 1996 
Ser Ala He Val Thr Ala Phe He Thr Phe He Pro Lys Phe He Glu 
445 450 455 460 

tea cag ttt ggt ate cca gee tec aat gee age ate tac act ggg gtt 2 044 

Ser Gin Phe Gly He Pro Ala Ser Asn Ala Ser He Tyr Thr Gly Val 
465 470 475 

att ate gte ccc agt get ggt gtt ggt att gte etc gga ggc tac att 2092 
He He Val Pro Ser Ala Gly Val Gly He Val Leu Gly Gly Tyr He 
480 485 490 

ata aaa aaa ttg aaa ctt ggt gcc aga gaa tct gca aaa eta gca atg 2140 
He Lys Lys Leu Lys Leu Gly Ala Arg Glu Ser Ala Lys Leu Ala Met 
495 500 505 

ate tgc agt ggt gtg tct tta eta tgt ttt tea ace eta ttt att gtt 2188 
He Cys Ser Gly Val Ser Leu Leu Cys Phe Ser Thr Leu Phe He Val 
510 515 520 

gga tgt gaa age att aat eta ggg ggc ata aac ate cct tat aca aca 2236 
Gly Cys Glu Ser He Asn Leu Gly Gly He Asn He Pro Tyr Thr Thr 
525 530 535 540 

gga cct tct etc ace atg ccc eat agg aat ctg aea gga age tgc aac 2284 
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Gly Pro Ser 



gtt aat tgt 
Val Asn Cys 



gat gga att 
Asp Gly lie 
575 

ggt aat ctt 
Gly Asn Leu 
590 

caa agt cgc 
Gin Ser Arg 
605 

etc cgt gtg 
Leu Arg Val 



gtg tct ggg 
Val Ser Gly 



gtt ttt ctt 
Val Phe Leu 

655 

get ate ata 
Ala lie lie 
670 

gca ctg gga 
Ala Leu Gly 
685 

act eea ate 
Thr Pro lie 



caa cag gaa 
Gin Gin Glu 



teg ttt cgt 
Ser Phe Arg 
735 

ggg ttt att 
Gly Phe lie 
750 

gat gga ctg 
Asp Gly Leu 



Leu Thr Met 
545 

ggt tgt aaa 
Gly Cys Lys 
560 

aca tac ttt 
Thr Tyr Phe 



age act gkg 
Ser Thr Xaa 



caa gtg ate 
Gin Val lie 
610 

gtt att gte 
Val lie Val 
625 

aaa tgt aaa 
Lys Cys Lys 
640 

tte ata gte 
Phe lie Val 



gta aca etc 
Val Thr Leu 



atg cag ttt 
Met Gin Phe 
690 

tac ttt gga 
Tyr Phe Gly 
705 

tgt ggt gtg 
Cys Gly Val 
720 

ttt gtg tat 
Phe Val Tyr 



ttt att ttt 
Phe lie Phe 



cag agg egg 
Gin Arg Arg 



Pro His Arg 



ata cae gag 
lie His Glu 
565 

aae ect tgt 
Asn Pro Cys 
580 

ata egg aat 
lie Arg Asn 
595 

act eea ecc 
Thr Pro Pro 



aag act tat 
Lys Thr Tyr 



egg acc tgc 
Arg Thr Cys 
645 

acc tte ate 
Thr Phe lie 

660 

agg tec gta 
Arg Ser Val 
675 

gtt ttg ttg 
Val Leu Leu 



gca gte att 
Ala Val lie 



cag ggt tct 
Gin Gly Ser 
725 

ttt ggt ttg 
Phe Gly Leu 
740 

ctg gee tgg 
Leu Ala Trp 
755 

agg cag aga 
Arg Gin Arg 



Asn Leu Thr 
550 

tat gag eea 
Tyr Glu Pro 



ctg get ggc 
Leu Ala Gly 



tat aca gaa 
Tyr Thr Glu 
600 

acc gtg gga 
Thr Val Gly 
615 

etc aat gag 
Leu Asn Glu 
630 

aat act ctt 
Asn Thr Leu 



aca gca tgt 
Thr Ala Cys 



gaa gat gag 
Glu Asp Glu 
680 

ega aca ctt 
Arg Thr Leu 
695 

gae acc ace 
Asp Thr Thr 
710 

tgc tgg gag 
Cys Trp Glu 



get gee ggc 
Ala Ala Gly 



tac tec ata 
Tyr Ser lie 
760 

gaa ttt ecc 
Glu Phe Pro 



Gly Ser Cys 
555 

gte tgt gga 
Val Cys Gly 
570 

tgt gtt aat 
Cys Val Asn 
585 

tgc acc tgt 
Cys Thr Cys 



cag ega agt 
Gin Arg Ser 



aae ggc tat 
Asn Gly Tyr 
635 

ate cca tte 
lie Pro Phe 
650 

gee caa eea 
Ala Gin Pro 

665 

gag aga ect 
Glu Arg Pro 



gca tac att 
Ala Tyr lie 



tgc atg etc 
Cys Met Leu 
715 

tac aae gtg 
Tyr Asn Val 
730 

etc aaa tte 
Leu Lys Phe 
745 

aaa tac aag 
Lys Tyr Lys 



ctg age ace 
Leu Ser Thr 



Asn 



tea 2332 
Ser 



agt 2380 
Ser 



gte 2428 
Val 



cag 2476 

Gin 
620 

get 2524 
Ala 



tta 2572 
Leu 



tea 2620 
Ser 



ttt 2668 
Phe 



ect 2716 

Pro 

700 

tgg 2764 
Trp 



aeg 2812 
Thr 



gtt 2860 
Val 



gag 2908 
Glu 



gtg 2956 
Val 
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765 770 775 780 

agt gag aga gtg gga cac ccc gac aat gcc egg act aga tct tgc cca 3004 
Ser Glu Arg Val Gly His Pro Asp Asn Ala Arg Thr Arg Ser Cys Pro 
785 790 795 

get ttc age acc eag gga gaa ttc cac gaa gag act ggc ctg caa aaa 3 052 

Ala Phe Ser Thr Gin Gly Glu Phe His Glu Glu Thr Gly Leu Gin Lys 
800 805 810 

ggg ate cag tge gea gca eag acc tac ceg ggg ccc ttc cca gaa gea 3100 
Gly lie Gin Cys Ala Ala Gin Thr Tyr Pro Gly Pro Phe Pro Glu Ala 
815 820 825 

ata agt tec tct gcg gac ceg ggg ctg gaa gag age ccc get gee ttg 3148 
lie Ser Ser Ser Ala Asp Pro Gly Leu Glu Glu Ser Pro Ala Ala Leu 
830 835 840 

gag ceg ccc tec tgaagcttga aaatggaaga atttagtttt gttggttgaa 32 00 

Glu Pro Pro Ser 

845 

ttgaaaatgg cgacttgaga aacaactgtg ccttcttttc tttctttctt ttttttaacc 32 60 

tetacagaca caatcctcaa accaacaaaa etcagtatae acagcegcta ttcattgagg 3 320 

getggatace tcaacaagac tgagagcctt tccecgette tctccaagaa ggagaegtte 3380 

agetagattt gttcccattt ecgttgtgtt aattcaaage tcatgetcce etacggtaca 3440 

ggctgaggta cacggttage aaaaccatgg gaaggggaat ggcggtgcat atcattaact 3500 

aacaetccaa acaaaggtga gettgcccag gacttggcat ttccaaatca aagtttttag 3 5 60 

atatgaacae ctactgtgag ttctgctaca aageacaaat gaatttgtct eaaetatgca 3 620 

atttgattgg aaaaatgtat gtgcagcatg ttacatttac tttcacggaa taaagcagat 3 680 

atgtttctga aa 3 692 

<210> 8 

<211> 848 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<222> (33) . . (33) 

<223> The 'Xaa' at location 3 3 stands for Leu, or Phe. 
<220> 

<221> mise_f eature 

<222> (594) . . (594) 

<223> The 'Xaa' at location 594 stands for Gly, or Val. 

<400> 8 
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Met Asp Glu Gly Thr Gly Leu Gin Pro Gly Ala Gly Glu Gin Leu Glu 
15 10 15 



Ala Pro Ala Thr Ala Glu Ala Val Gin Glu Arg Cys Glu Pro Glu Thr 
20 25 30 



Xaa Arg Ser Lys Ser Leu Pro Val Leu Ser Ser Ala Ser Cys Arg Pro 
35 40 45 



Ser Leu Ser Pro Thr Ser Gly Asp Ala Asn Pro Ala Phe Gly Cys Val 
50 55 60 



Asp Ser Ser Gly His Gin Glu Leu Lys Gin Gly Pro Asn Pro Leu Ala 
65 70 75 80 



Pro Ser Pro Ser Ala Pro Ser Thr Ser Ala Gly Leu Gly Asp Cys Asn 
85 90 95 



His Arg Val Asp Leu Ser Lys Thr Phe Ser Val Ser Ser Ala Leu Ala 
100 105 110 



Met Leu Gin Glu Arg Arg Cys Leu Tyr Val Val Leu Thr Asp Ser Arg 
115 120 125 



Cys Phe Leu Val Cys Met Cys Phe Leu Thr Phe lie Gin Ala Leu Met 
130 135 140 



Val Ser Gly Tyr Leu Ser Ser Val lie Thr Thr lie Glu Arg Arg Tyr 
145 150 155 160 



Ser Leu Lys Ser Ser Glu Ser Gly Leu Leu Val Ser Cys Phe Asp lie 
165 170 175 



Gly Asn Leu Val Val Val Val Phe Val Ser Tyr Phe Gly Gly Arg Gly 
180 185 190 



Arg Arg Pro Leu Trp Leu Ala Val Gly Gly Leu Leu lie Ala Phe Gly 
195 200 205 



Ala Ala Leu Phe Ala Leu Pro His Phe lie Ser Pro Pro Tyr Gin lie 
210 215 220 
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Gin Glu Leu Asn Ala Ser Ala Pro Asn Asp Gly Leu Cys Gin Gly Gly 
225 230 235 240 



Asn Ser Thr Ala Thr Leu Glu Pro Pro Ala Cys Pro Lys Asp Ser Gly 
245 250 255 



Gly Asn Asn His Trp Val Tyr Leu Ala Leu Phe lie Cys Ala Gin lie 
260 265 270 



Leu lie Gly Met Gly Ser Thr Pro lie Tyr Thr Leu Gly Pro Thr Tyr 
275 280 285 



Leu Asp Asp Asn Val Lys Lys Glu Asn Ser Ser Leu Tyr Leu Ala lie 
290 295 300 



Met Tyr Val Met Gly Ala Leu Gly Pro Ala Val Gly Tyr Leu Leu Gly 
305 310 315 320 



Gly Leu Leu lie Gly Phe Tyr Val Asp Pro Arg Asn Pro Val His Leu 
325 330 335 



Asp Gin Asn Asp Pro Arg Phe lie Gly Asn Trp Trp Ser Gly Phe Leu 
340 345 350 



Leu Cys Ala lie Ala Met Phe Leu Val lie Phe Pro Met Phe Thr Phe 
355 360 365 



Pro Lys Lys Leu Pro Pro Arg His Lys Lys Lys Lys Lys Lys Lys Phe 
370 375 380 



Ser Val Asp Ala Val Ser Asp Asp Asp Val Leu Lys Glu Lys Ser Asn 
385 390 395 400 



Asn Ser Glu Gin Ala Asp Lys Lys Val Ser Ser Met Gly Phe Gly Lys 
405 410 415 



Asp Val Arg Asp Leu Pro Arg Ala Ala Val Arg lie Leu Ser Asn Met 
420 425 430 



Thr Phe Leu Phe Val Ser Leu Ser Tyr Thr Ala Glu Ser Ala lie Val 
435 440 445 



Thr Ala Phe lie Thr Phe lie Pro Lys Phe lie Glu Ser Gin Phe Gly 
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450 455 460 



lie Pro Ala Ser Asn Ala Ser lie Tyr Thr Gly Val lie lie Val Pro 
465 470 475 480 



Ser Ala Gly Val Gly lie Val Leu Gly Gly Tyr lie lie Lys Lys Leu 
485 490 495 



Lys Leu Gly Ala Arg Glu Ser Ala Lys Leu Ala Met lie Cys Ser Gly 
500 505 510 



Val Ser Leu Leu Cys Phe Ser Thr Leu Phe lie Val Gly Cys Glu Ser 
515 520 525 



lie Asn Leu Gly Gly lie Asn lie Pro Tyr Thr Thr Gly Pro Ser Leu 
530 535 540 



Thr Met Pro His Arg Asn Leu Thr Gly Ser Cys Asn Val Asn Cys Gly 
545 550 555 560 



Cys Lys lie His Glu Tyr Glu Pro Val Cys Gly Ser Asp Gly lie Thr 
565 570 575 



Tyr Phe Asn Pro Cys Leu Ala Gly Cys Val Asn Ser Gly Asn Leu Ser 
580 585 590 



Thr Xaa lie Arg Asn Tyr Thr Glu Cys Thr Cys Val Gin Ser Arg Gin 
595 600 605 



Val lie Thr Pro Pro Thr Val Gly Gin Arg Ser Gin Leu Arg Val Val 
610 615 620 



lie Val Lys Thr Tyr Leu Asn Glu Asn Gly Tyr Ala Val Ser Gly Lys 
625 630 635 640 



Cys Lys Arg Thr Cys Asn Thr Leu lie Pro Phe Leu Val Phe Leu Phe 
645 650 655 



lie Val Thr Phe lie Thr Ala Cys Ala Gin Pro Ser Ala lie lie Val 
660 665 670 



Thr Leu Arg Ser Val Glu Asp Glu Glu Arg Pro Phe Ala Leu Gly Met 
675 680 685 
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Gin Phe Val Leu Leu Arg Thr Leu Ala Tyr lie Pro Thr Pro lie Tyr 
690 695 700 



Phe Gly Ala Val lie Asp Thr Thr Cys Met Leu Trp Gin Gin Glu Cys 
705 710 715 720 



Gly Val Gin Gly Ser Cys Trp Glu Tyr Asn Val Thr Ser Phe Arg Phe 
725 730 735 



Val Tyr Phe Gly Leu Ala Ala Gly Leu Lys Phe Val Gly Phe He Phe 
740 745 750 



He Phe Leu Ala Trp Tyr Ser He Lys Tyr Lys Glu Asp Gly Leu Gin 
755 760 765 



Arg Arg Arg Gin Arg Glu Phe Pro Leu Ser Thr Val Ser Glu Arg Val 
770 775 780 



Gly His Pro Asp Asn Ala Arg Thr Arg Ser Cys Pro Ala Phe Ser Thr 
785 790 795 800 



Gin Gly Glu Phe His Glu Glu Thr Gly Leu Gin Lys Gly He Gin Cys 
805 810 815 



Ala Ala Gin Thr Tyr Pro Gly Pro Phe Pro Glu Ala He Ser Ser Ser 
820 825 830 



Ala Asp Pro Gly Leu Glu Glu Ser Pro Ala Ala Leu Glu Pro Pro Ser 
835 840 845 



<210> 9 

<211> 3381 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> CDS 

<222> (370) . . (2505) 

<400> 9 

cgcaaagaaa tggctcaaaa gcttcagctc tttctgtgcc ctgggagctg agatgcacgt 
cagtggcctt gccagcgtgg ccaattctct gctgactgcc agaaaaaaga ggccaggaag 
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aaagaggaaa gagaagagat cgctcagggg tgagaccatg cccttcatct tttcttttcc 180 



ctaatctcct ctgcttgtgt ccacccacac tctccccacc tggcaaaatt gttcaaaatt 240 

gctgtggagt ttacctcagt ttcctctttc agtctgtggt gtgtggtcca tcctcttgct 300 

gagcacattg aaaggaactg gctatctttg atctcttcct ccagatcaga gtcaaggaat 360 

gtgtttata atg gac act tea tec aaa gaa aat ate eag ttg ttc tgc aaa 411 
Met Asp Thr Ser Ser Lys Glu Asn lie Gin Leu Phe Cys Lys 
15 10 

act tea gtg eaa eet gtt gga agg ect tet ttt aaa aea gaa tat ccc 459 
Thr Ser Val Gin Pro Val Gly Arg Pro Ser Phe Lys Thr Glu Tyr Pro 
15 20 25 30 

tec tea gaa gaa aag eaa cca tge tgt ggt gaa eta aag gtg ttc ttg 507 
Ser Ser Glu Glu Lys Gin Pro Cys Cys Gly Glu Leu Lys Val Phe Leu 
35 40 45 

tgt gee ttg tet ttt gtt tac ttt gee aaa gca ttg gea gaa gge tat 555 
Cys Ala Leu Ser Phe Val Tyr Phe Ala Lys Ala Leu Ala Glu Gly Tyr 
50 55 60 

etg aag age ace ate act eag ata gag aga agg ttt gat ate ect tet 603 
Leu Lys Ser Thr lie Thr Gin lie Glu Arg Arg Phe Asp lie Pro Ser 
65 70 75 

tea ctg gtg gga gtt att gat ggt agt ttt gaa att ggg aat etc tta 651 
Ser Leu Val Gly Val lie Asp Gly Ser Phe Glu lie Gly Asn Leu Leu 
80 85 90 

gtt ata aea ttt gtt age tac ttt gga gee aaa ctt eac agg cca aaa 699 
Val lie Thr Phe Val Ser Tyr Phe Gly Ala Lys Leu His Arg Pro Lys 
95 100 105 110 

ata att gga gea ggg tgt gta ate atg gga gtt gga aea etg etc att 747 
lie lie Gly Ala Gly Cys Val lie Met Gly Val Gly Thr Leu Leu lie 
115 120 125 

gca atg ect eag ttc ttc atg gag eag tac aaa tat gag aga tat tet 795 
Ala Met Pro Gin Phe Phe Met Glu Gin Tyr Lys Tyr Glu Arg Tyr Ser 
130 135 140 

ect tee tec aat tee act etc age ate tet ceg tgt etc eta gag tea 843 
Pro Ser Ser Asn Ser Thr Leu Ser lie Ser Pro Cys Leu Leu Glu Ser 
145 150 155 

age agt eaa tta cca gtt tea gtt atg gaa aaa tea aaa tee aaa ata 891 
Ser Ser Gin Leu Pro Val Ser Val Met Glu Lys Ser Lys Ser Lys lie 
160 165 170 

agt aae gaa tgt gaa gtg gac act age tet tec atg tgg att tat gtt 939 
Ser Asn Glu Cys Glu Val Asp Thr Ser Ser Ser Met Trp lie Tyr Val 
175 180 185 190 

ttc ctg gge aat ctt ctt cgt gga ata gga gaa act ccc att cag ect 987 
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Phe Leu Gly Asn Leu Leu Arg Gly lie Gly Glu Thr Pro lie Gin Pro 
195 200 205 



ttg ggc att gcc tac ctg gat gat ttt gcc agt gaa gac aat gca get 1035 
Leu Gly lie Ala Tyr Leu Asp Asp Phe Ala Ser Glu Asp Asn Ala Ala 
210 215 220 

ttc tat att ggg tgt gtg cag acg gtt gca att ata gga cca ate ttt 1083 
Phe Tyr lie Gly Cys Val Gin Thr Val Ala lie lie Gly Pro lie Phe 
225 230 235 

ggt ttc ctg tta ggc tea tta tgt gcc aaa eta tat gtt gac att ggc 1131 
Gly Phe Leu Leu Gly Ser Leu Cys Ala Lys Leu Tyr Val Asp lie Gly 
240 245 250 

ttt gta aac eta gat cac ata ace att acc cca aaa gat cec cag tgg 1179 
Phe Val Asn Leu Asp His lie Thr lie Thr Pro Lys Asp Pro Gin Trp 
255 260 265 270 

gta gga gee tgg tgg ett ggc tat eta ata gca gga ate ata agt ctt 1227 
Val Gly Ala Trp Trp Leu Gly Tyr Leu lie Ala Gly lie lie Ser Leu 
275 280 285 

ctt gca get gtg cct ttc tgg tat tta cca aag agt tta cca aga tec 1275 
Leu Ala Ala Val Pro Phe Trp Tyr Leu Pro Lys Ser Leu Pro Arg Ser 
290 295 300 

caa agt aga gag gat tet aat tet tec tet gag aaa tee aag ttt att 1323 
Gin Ser Arg Glu Asp Ser Asn Ser Ser Ser Glu Lys Ser Lys Phe lie 

305 310 315 

ata gat gat cac aca gac tac caa aca cec cag gga gaa aat gca aaa 1371 
lie Asp Asp His Thr Asp Tyr Gin Thr Pro Gin Gly Glu Asn Ala Lys 
320 325 330 

ata atg gaa atg gca aga gat ttt ctt cca tea ctg aag aat ctt ttt 1419 
lie Met Glu Met Ala Arg Asp Phe Leu Pro Ser Leu Lys Asn Leu Phe 
335 340 345 350 

gga aac cca gta tac ttc eta tat tta tgt aca age act gtt cag ttc 1467 
Gly Asn Pro Val Tyr Phe Leu Tyr Leu Cys Thr Ser Thr Val Gin Phe 
355 360 365 

aat tet ctg ttc ggc atg gtg acg tac aaa cca aag tac att gag cag 1515 
Asn Ser Leu Phe Gly Met Val Thr Tyr Lys Pro Lys Tyr lie Glu Gin 
370 375 380 

cag tat gga cag tea tec tec agg gcc aac ttt gtg ate ggg etc ate 1563 
Gin Tyr Gly Gin Ser Ser Ser Arg Ala Asn Phe Val lie Gly Leu lie 
385 390 395 

aac att cca gca gtg gee ett gga ata ttc tet ggg ggg ata gtt atg 1611 
Asn lie Pro Ala Val Ala Leu Gly lie Phe Ser Gly Gly lie Val Met 
400 405 410 

aaa aaa ttc aga ate agt gtg tgt gga get gca aaa etc tac ttg gga 1659 
Lys Lys Phe Arg lie Ser Val Cys Gly Ala Ala Lys Leu Tyr Leu Gly 
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415 420 425 430 

tea tct gtc ttt ggt tac etc eta ttt ett tec ctg ttt gca ctg ggc 1707 
Ser Ser Val Phe Gly Tyr Leu Leu Phe Leu Ser Leu Phe Ala Leu Gly 
435 440 445 

tgt gaa aat tct gat gtg gca gga eta act gtc tec tac caa gga acc 1755 
Cys Glu Asn Ser Asp Val Ala Gly Leu Thr Val Ser Tyr Gin Gly Thr 
450 455 460 

aaa cet gtc tct tat cat gaa cga get etc ttt tea gat tge aac tea 1803 
Lys Pro Val Ser Tyr His Glu Arg Ala Leu Phe Ser Asp Cys Asn Ser 
465 470 475 

aga tgc aaa tgt tea gag aca aaa tgg gaa ccc atg tgc ggt gaa aat 1851 
Arg Cys Lys Cys Ser Glu Thr Lys Trp Glu Pro Met Cys Gly Glu Asn 
480 485 490 

gga ate aca tat gta tea get tgt ctt get ggt tgt caa ace tec aac 1899 
Gly lie Thr Tyr Val Ser Ala Cys Leu Ala Gly Cys Gin Thr Ser Asn 
495 500 505 510 

agg agt gga aaa aat att ata ttt tac aac tgc act tgt gtg gga att 1947 
Arg Ser Gly Lys Asn lie lie Phe Tyr Asn Cys Thr Cys Val Gly lie 
515 520 525 

gca get tct aaa tec gga aat tec tea ggc ata gtg gga aga tgt cag 19 95 

Ala Ala Ser Lys Ser Gly Asn Ser Ser Gly lie Val Gly Arg Cys Gin 
530 535 540 

aaa gae aat gga tgt ccc caa atg ttt ctg tat ttc ctt gta att tea 2043 
Lys Asp Asn Gly Cys Pro Gin Met Phe Leu Tyr Phe Leu Val lie Ser 
545 550 . 555 

gtc ate aca tec tat act tta tec eta ggt ggc ata cet gga tac ata 2091 
Val lie Thr Ser Tyr Thr Leu Ser Leu Gly Gly lie Pro Gly Tyr lie 
560 565 570 

tta ctt ctg agg tge att aag eca cag ctt aag tct ttt gee ttg ggt 2139 
Leu Leu Leu Arg Cys lie Lys Pro Gin Leu Lys Ser Phe Ala Leu Gly 
575 580 585 590 

ate tac aca tta gca ata aga gtt ctt gca gga ate eca get cca gtg 2187 
lie Tyr Thr Leu Ala lie Arg Val Leu Ala Gly lie Pro Ala Pro Val 
595 600 605 

tat ttt gga gtt ttg att gat act tea tge etc aaa tgg gga ttt aaa 2235 
Tyr Phe Gly Val Leu lie Asp Thr Ser Cys Leu Lys Trp Gly Phe Lys 
610 615 620 

aga tgt gga agt aga gga tea tgc aga tta tat gat tea aat gtc ttc 2283 
Arg Cys Gly Ser Arg Gly Ser Cys Arg Leu Tyr Asp Ser Asn Val Phe 
625 630 635 

aga cat ata tat ttg gga eta act gtg ata ctg ggc aca gtg tea att 2331 
Arg His lie Tyr Leu Gly Leu Thr Val lie Leu Gly Thr Val Ser lie 
640 645 650 
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etc eta age att gca gta ett tte att tta aag aaa aat tat gtt tea 2379 
Leu Leu Ser lie Ala Val Leu Phe lie Leu Lys Lys Asn Tyr Val Ser 
655 660 665 670 

aaa cac aga agt ttt ata ace aag aga gaa aga aea atg gtg tct aca 2427 
Lys His Arg Ser Phe lie Thr Lys Arg Glu Arg Thr Met Val Ser Thr 
675 680 685 

aga ttc caa aag gaa aat tac act aca agt gat cat ctg eta caa ccc 2475 
Arg Phe Gin Lys Glu Asn Tyr Thr Thr Ser Asp His Leu Leu Gin Pro 
690 695 700 

aae tac tgg eca gge aag gaa act caa ett tagaaaeatg atgactggaa 2 525 

Asn Tyr Trp Pro Gly Lys Glu Thr Gin Leu 
705 710 



gteatgtctt 


ctaattggtt 


gaeattttgc 


aaacaaataa 


attgtaatea 


aaagagctet 


2585 


aaatttgtaa 


tttctttetc 


ctttcaaaaa 


atgtctactt 


tgttttggtc 


etaggeatta 


2645 


ggtaatataa 


etgataatat 


actgaaatat 


ataatggaag 


atgcagatga 


taaaactaat 


2705 


tttgaacttt 


ttaatttata 


taaattattt 


tatatcattt 


aettatttca 


etttattttg 


2765 


ctttgtgetc 


attgatatat 


attagetgta 


ctectagaag 


aacaattgtc 


tctattgtea 


2825 


cacatggtta 


tatttaaagt 


aatttctgaa 


etgtgtaatg 


tgtctagagt 


aageaaatae 


2885 


tgctaacaat 


taactcatac 


cttgggttcc 


ttcaagtatt 


actcctatag 


tattttctcc 


2945 


catagetgtc 


ttcatctgtg 


tattttaata 


atgatcttag 


gatggagcag 


aacatggaga 


3005 


ggaagattte 


attttaaget 


cetcettttc 


cttgaaatae 


aataatttat 


atagaaatgt 


3065 


gtagcageaa 


attatattgg 


ggattagaat 


tttgaattaa 


tagctctcet 


aetattaatt 


3125 


taeatgtget 


ttttgtgtgg 


cgetataagt 


gaetatggtt 


gtaaagtaat 


aaaattgatg 


3185 


ttaacatgec 


caattattgt 


tettttatga 


attcaatgaa 


tttaaaacta 


ttgttaaata 


3245 


taatactgee 


ceactttaat 


atatgtaagc 


aacttcetae 


ttatacacga 


cgtgtteeta 


3305 


aaacatgttt 


gaaaggtgaa 


tttetgaaag 


tctcccataa 


atgtaggtgt 


tacaacagga 


3365 


aaaaaaaaaa 


aaaaaa 










3381 



<210> 10 

<211> 712 

<212> PRT 

<213> Homo sapiens 

<400> 10 

Met Asp Thr Ser Ser Lys Glu Asn lie Gin Leu Phe Cys Lys Thr Ser 
15 10 15 
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Val Gin Pro Val Gly Arg Pro Ser Phe Lys Thr Glu Tyr Pro Ser Ser 
20 25 30 



Glu Glu Lys Gin Pro Cys Cys Gly Glu Leu Lys Val Phe Leu Cys Ala 
35 40 45 



Leu Ser Phe Val Tyr Phe Ala Lys Ala Leu Ala Glu Gly Tyr Leu Lys 
50 55 60 



Ser Thr lie Thr Gin lie Glu Arg Arg Phe Asp He Pro Ser Ser Leu 
65 70 75 80 



Val Gly Val He Asp Gly Ser Phe Glu He Gly Asn Leu Leu Val He 
85 90 95 



Thr Phe Val Ser Tyr Phe Gly Ala Lys Leu His Arg Pro Lys He He 
100 105 110 



Gly Ala Gly Cys Val He Met Gly Val Gly Thr Leu Leu He Ala Met 
115 120 125 



Pro Gin Phe Phe Met Glu Gin Tyr Lys Tyr Glu Arg Tyr Ser Pro Ser 
130 135 140 



Ser Asn Ser Thr Leu Ser He Ser Pro Cys Leu Leu Glu Ser Ser Ser 
145 150 155 160 



Gin Leu Pro Val Ser Val Met Glu Lys Ser Lys Ser Lys He Ser Asn 
165 170 175 



Glu Cys Glu Val Asp Thr Ser Ser Ser Met Trp He Tyr Val Phe Leu 
180 185 190 



Gly Asn Leu Leu Arg Gly He Gly Glu Thr Pro He Gin Pro Leu Gly 
195 200 205 



He Ala Tyr Leu Asp Asp Phe Ala Ser Glu Asp Asn Ala Ala Phe Tyr 
210 215 220 



He Gly Cys Val Gin Thr Val Ala He He Gly Pro He Phe Gly Phe 
225 230 235 240 
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Leu Leu Gly Ser Leu Cys Ala Lys Leu Tyr Val Asp lie Gly Phe Val 
245 250 255 



Asn Leu Asp His lie Thr He Thr Pro Lys Asp Pro Gin Trp Val Gly 
260 265 270 



Ala Trp Trp Leu Gly Tyr Leu He Ala Gly He He Ser Leu Leu Ala 
275 280 285 



Ala Val Pro Phe Trp Tyr Leu Pro Lys Ser Leu Pro Arg Ser Gin Ser 
290 295 300 



Arg Glu Asp Ser Asn Ser Ser Ser Glu Lys Ser. Lys Phe He He Asp 
305 310 315 320 



Asp His Thr Asp Tyr Gin Thr Pro Gin Gly Glu Asn Ala Lys He Met 
325 330 335 



Glu Met Ala Arg Asp Phe Leu Pro Ser Leu Lys Asn Leu Phe Gly Asn 
340 345 350 



Pro Val Tyr Phe Leu Tyr Leu Cys Thr Ser Thr Val Gin Phe Asn Ser 
355 360 365 



Leu Phe Gly Met Val Thr Tyr Lys Pro Lys Tyr He Glu Gin Gin Tyr 
370 375 380 



Gly Gin Ser Ser Ser Arg Ala Asn Phe Val He Gly Leu He Asn He 
385 390 395 400 



Pro Ala Val Ala Leu Gly He Phe Ser Gly Gly He Val Met Lys Lys 
405 410 415 



Phe Arg He Ser Val Cys Gly Ala Ala Lys Leu Tyr Leu Gly Ser Ser 
420 425 430 



Val Phe Gly Tyr Leu Leu Phe Leu Ser Leu Phe Ala Leu Gly Cys Glu 
435 440 445 



Asn Ser Asp Val Ala Gly Leu Thr Val Ser Tyr Gin Gly Thr Lys Pro 
450 455 460 
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Val Ser Tyr His Glu Arg Ala Leu Phe Ser Asp Gys Asn Ser Arg Cys 
465 470 475 480 



Lys Cys Ser Glu Thr Lys Trp Glu Pro Met Cys Gly Glu Asn Gly lie 
485 490 495 



Thr Tyr Val Ser Ala Cys Leu Ala Gly Cys Gin Thr Ser Asn Arg Ser 
500 . 505 510 



Gly Lys Asn lie lie Phe Tyr Asn Cys Thr Cys Val Gly lie Ala Ala 
515 520 525 



Ser Lys Ser Gly Asn Ser Ser Gly lie Val Gly Arg Cys Gin Lys Asp 
530 535 540 



Asn Gly Cys Pro Gin Met Phe Leu Tyr Phe Leu Val lie Ser Val lie 
545 550 555 560 



Thr Ser Tyr Thr Leu Ser Leu Gly Gly lie Pro Gly Tyr lie Leu Leu 
565 570 575 



Leu Arg Cys lie Lys Pro Gin Leu Lys Ser Phe Ala Leu Gly lie Tyr 
580 585 590 



Thr Leu Ala lie Arg Val Leu Ala Gly lie Pro Ala Pro Val Tyr Phe 
595 600 605 



Gly Val Leu lie Asp Thr Ser Cys Leu Lys Trp Gly Phe Lys Arg Cys 
610 615 620 



Gly Ser Arg Gly Ser Cys Arg Leu Tyr Asp Ser Asn Val Phe Arg His 
625 630 635 640 



lie Tyr Leu Gly Leu Thr Val lie Leu Gly Thr Val Ser lie Leu Leu 
645 650 655 



Ser lie Ala Val Leu Phe lie Leu Lys Lys Asn Tyr Val Ser Lys His 
660 665 670 



Arg Ser Phe lie Thr Lys Arg Glu Arg Thr Met Val Ser Thr Arg Phe 
675 680 685 



Gin Lys Glu Asn Tyr Thr Thr Ser Asp His Leu Leu Gin Pro Asn Tyr 
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690 695 700 



Trp Pro Gly Lys Glu Thr Gin Leu 
705 710 



<210> 11 

<211> 2763 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (146) . . (2311) 

<400> 11 

ggcacgaggc gctgcgcggc gcggcggccg ggccctcgag acggggacgg acacaccagc 60 

ccctcggata ccacttggcc actcccgctg aggccactcc cactgcgtgg ctgaagcctc 120 

gaggtcacca ggcggaggcg cggag atg ccc ctg cat cag ctg ggg gac aag 172 

Met Pro Leu His Gin Leu Gly Asp Lys 
1 5 

ccg etc acc ttc ccc age ccc aac tea gee atg gaa aac ggg ctt gac 220 
Pro Leu Thr Phe Pro Ser Pro Asn Ser Ala Met Glu Asn Gly Leu Asp 
10 15 20 25 

cac acc cca ccc age agg agg gca tec ccg ggc aca ccc ctg age ccc 268 
His Thr Pro Pro Ser Arg Arg Ala Ser Pro Gly Thr Pro Leu Ser Pro 
30 35 40 

ggg tee etc cgc tec get gee cat age ccc ctg gac ace age aag cag 316 
Gly Ser Leu Arg Ser Ala Ala His Ser Pro Leu Asp Thr Ser Lys Gin 
45 50 55 

ccc etc tgc cag etc tgg gee gag aag cat ggc gee egg ggg acc eat 3 64 

Pro Leu Cys Gin Leu Trp Ala Glu Lys His Gly Ala Arg Gly Thr His 
60 65 70 

gag gtg egg tac gtc teg gee ggg cag age gtg gcg tgc ggc tgg tgg 412 
Glu Val Arg Tyr Val Ser Ala Gly Gin Ser Val Ala Cys Gly Trp Trp 
75 80 85 . 

gee ttc gca ccg ccg tgc ctg cag gtc etc aac aeg ccc aag ggc ate 460 
Ala Phe Ala Pro Pro Cys Leu Gin Val Leu Asn Thr Pro Lys Gly lie 
90 95 100 105 

ctg ttc ttc ctg tgt gcg gee gca ttc ctg cag ggg atg act gtg aat 508 
Leu Phe Phe Leu Cys Ala Ala Ala Phe Leu Gin Gly Met Thr Val Asn 
110 115 120 

ggc ttc ate aac aca gtc ate ace tec ctg gag cgc cgc tat gac ctg 556 
Gly Phe lie Asn Thr Val lie Thr Ser Leu Glu Arg Arg Tyr Asp Leu 
125 130 135 
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cac age tac cag age ggg etc ate gee age tec tae gae att gee gee 604 
His Ser Tyr Gin Ser Gly Leu lie Ala Ser Ser Tyr Asp lie Ala Ala 

140 145 150 

tge etc tge ete aee ttc gtc age tac tte ggg gge tea ggg cae aag 652 
Cys Leu Cys Leu Thr Phe Val Ser Tyr Phe Gly Gly Ser Gly His Lys 
155 160 165 

ccg cgc tgg ctg ggc tgg ggc gtg ctg ctt atg ggc acg ggg teg ctg 700 
Pro Arg Trp Leu Gly Trp Gly Val Leu Leu Met Gly Thr Gly Ser Leu 
170 175 180 185 

gtg ttc gcg ctg cee eac ttc acg get gge cgc tat gag gtg gag ttg 748 
Val Phe Ala Leu Pro His Phe Thr Ala Gly Arg Tyr Glu Val Glu Leu 
190 195 200 

gae gcg ggt gtc agg acg tge cct gee aac ecc ggc gcg gtg tgt gcg 796 
Asp Ala Gly Val Arg Thr Cys Pro Ala Asn Pro Gly Ala Val Cys Ala 
205 210 215 

gae age acc teg ggc ctg tec cgc tac cag ctg gtc tte atg ctg gge 844 
Asp Ser Thr Ser Gly Leu Ser Arg Tyr Gin Leu Val Phe Met Leu Gly 
220 225 230 

cag tte etg eat gge gtg ggt gee aca cee etc tac acg ctg ggc gtc 892 
Gin Phe Leu His Gly Val Gly Ala Thr Pro Leu Tyr Thr Leu Gly Val 
235 240 245 

acc tac ctg gat gag aac gtc aag tec age tge teg cee gtc tac att 940 
Thr Tyr Leu Asp Glu Asn Val Lys Ser Ser Cys Ser Pro Val Tyr lie 
250 255 260 265 

gee ate tte tae aca gcg gee ate ctg ggc eca get gee ggc tac etg 988 
Ala lie Phe Tyr Thr Ala Ala lie Leu Gly Pro Ala Ala Gly Tyr Leu 
270 275 280 

att gga ggt gee ctg ctg aat ate tac acg gaa atg ggc cga egg acg 103 6 

lie Gly Gly Ala Leu Leu Asn lie Tyr Thr Glu Met Gly Arg Arg Thr 
285 290 295 

gag ctg acc ace gag age eca etg tgg gtc ggc gee tgg tgg gtc gge 1084 
Glu Leu Thr Thr Glu Ser Pro Leu Trp Val Gly Ala Trp Trp Val Gly 
300 305 310 

ttc ctg ggc tet ggg gee get get ttc tte ace gee gtt cee ate ctt 1132 
Phe Leu Gly Ser Gly Ala Ala Ala Phe Phe Thr Ala Val Pro lie Leu 
315 320 325 

ggt tac cct egg cag ctg eca ggc tec cag cgc tac gcg gtc atg aga 1180 
Gly Tyr Pro Arg Gin Leu Pro Gly Ser Gin Arg Tyr Ala Val Met Arg 
330 335 340 345 

gcg gcg gaa atg cac cag ttg aag gae age age egt ggg gag gcg age 1228 
Ala Ala Glu Met His Gin Leu Lys Asp Ser Ser Arg Gly Glu Ala Ser 
350 355 360 



39 



aac ccg gac ttt ggg aaa acc ate aga gac ctg cct etc tec ate tgg 127 6 

Asn Pro Asp Phe Gly Lys Thr lie Arg Asp Leu Pro Leu Ser lie Trp 
365 370 375 

etc ctg ctg aag aac ccc acg ttc ate ctg etc tgc ctg gee ggg gee 1324 
Leu Leu Leu Lys Asn Pro Thr Phe lie Leu Leu Cys Leu Ala Gly Ala 
380 385 390 

ace gag gee act etc ate acc ggc atg tee aeg tte age eee aag tte 1372 
Thr Glu Ala Thr Leu lie Thr Gly Met Ser Thr Phe Ser Pro Lys Phe 
395 400 405 

ttg gag tee eag tte age ctg agt gee tea gaa get gee ace ttg ttt 142 0 

Leu Glu Ser Gin Phe Ser Leu Ser Ala Ser Glu Ala Ala Thr Leu Phe 
410 415 420 425 

ggg tac ctg gtg gtg cca gcg ggt ggt ggc ggc acc ttc ctg ggc ggc 1468 
Gly Tyr Leu Val Val Pro Ala Gly Gly Gly Gly Thr Phe Leu Gly Gly 
430 435 440 

tte ttt gtg aac aag etc agg etc egg ggc tee gcg gte ate aag tte 1516 
Phe Phe Val Asn Lys Leu Arg Leu Arg Gly Ser Ala Val lie Lys Phe 
445 450 455 

tgc ctg ttc tgc ace gtt gte age ctg ctg ggc ate etc gte ttc tea 1564 
Cys Leu Phe Cys Thr Val Val Ser Leu Leu Gly lie Leu Val Phe Ser 
460 465 470 

ctg cac tgc ccc agt gtg ccc atg gcg ggc gte aca gee age tac ggc 1612 
Leu His Cys Pro Ser Val Pro Met Ala Gly Val Thr Ala Ser Tyr Gly 
475 480 485 

ggg age etc ctg ccc gaa ggc cac ctg aac eta aeg get ccc tgc aac 1660 
Gly Ser Leu Leu Pro Glu Gly His Leu Asn Leu Thr Ala Pro Cys Asn 
490 495 500 505 

get gee tgc age tgc eag cca gaa cac tac age cct gtg tgc ggc teg 1708 
Ala Ala Cys Ser Cys Gin Pro Glu His Tyr Ser Pro Val Cys Gly Ser 
510 515 520 

gac ggc etc atg tac ttc tea ctg tgc eae gea ggg tgc cct gea gee 1756 
Asp Gly Leu Met Tyr Phe Ser Leu Cys His Ala Gly Cys Pro Ala Ala 
525 530 535 

acg gag aeg aat gtg gac ggc cag aag gtg tac cga gac tgt ago tgt 1804 
Thr Glu Thr Asn Val Asp Gly Gin Lys Val Tyr Arg Asp Cys Ser Cys 
540 545 550 

ate cct cag aat ctt tec tct ggt ttt ggc cat gcc act gea ggg aaa 1852 
lie Pro Gin Asn Leu Ser Ser Gly Phe Gly His Ala Thr Ala Gly Lys 
555 560 565 

tgc act tea act tgt eag aga aag eee etc ctt ctg gtt tte ata tte 1900 
Cys Thr Ser Thr Cys Gin Arg Lys Pro Leu Leu Leu Val Phe lie Phe 
570 575 580 585 

gtt gta att tte ttt aca tte etc age age att eet gea eta aeg gea 1948 
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Val Val lie Phe Phe Thr Phe Leu Ser Ser lie Pro Ala Leu Thr Ala 
590 595 600 



act eta cga tgt gtc cgt gac cct cag aga tec ttt gee ctg gga ate 1996 
Thr Leu Arg Cys Val Arg Asp Pro Gin Arg Ser Phe Ala Leu Gly lie 
605 610 615 

cag tgg att gta gtt aga ata eta ggg ggc ate ccg ggg cec ate gee 2044 
Gin Trp lie Val Val Arg He Leu Gly Gly He Pro Gly Pro He Ala 
620 625 630 

ttc ggc tgg gtg ate gac aag gcc tgt ctg ctg tgg cag gac cag tgt 2092 
Phe Gly Trp Val lie Asp Lys Ala Cys Leu Leu Trp Gin Asp Gin Cys 
635 640 645 

ggc cag cag ggc tee tgc ttg gtg tae cag aat teg gee atg age cge 2140 
Gly Gin Gin Gly Ser Cys Leu Val Tyr Gin Asn Ser Ala Met Ser Arg 
650 655 660 665 

tae ata ete ate atg ggg etc etg tae aag gtg ctg gge gtc etc ttc 2188 
Tyr He Leu He Met Gly Leu Leu Tyr Lys Val Leu Gly Val Leu Phe 
670 675 680 

ttt gcc ata gcc tgc ttc tta tac aag ccc ctg teg gag tct tea gat 2236 
Phe Ala He Ala Cys Phe Leu Tyr Lys Pro Leu Ser Glu Ser Ser Asp 
685 690 695 

ggc etg gaa act tgt etg ece age eag tee tea gee cet gac agt gee 2284 
Gly Leu Glu Thr Cys Leu Pro Ser Gin Ser Ser Ala Pro Asp Ser Ala 

700 705 710 

aca gat age eag ete eag age age gtc . tgaccacege eegegeecac 2 331 

Thr Asp Ser Gin Leu Gin Ser Ser Val 
715 720 

ceggeeaegg egggeaetea geattteetg atgacagaac agtgcegttg ggtgatgeaa 2391 

teaeaeggga acttetattt gaeetgeaae ettetactta aeetgtggtt taaagteggc 2451 

tgtgaeetee tgteeeeaga getgtaegge eetgeagtgg gtgggaggaa ettgeataaa 2511 

tatatattta tggacacaca gtttgcatca gaacgtgttt atagaatgtg ttttataece 2571 

gatcgtgtgt ggtgtgcgtg aggacaaact ccgcaggggc tgtgaatccc actgggaggg 2 631 

cggcgggcct geagcecgag gaaggcttgt gtgtcctcag ttaaaactgt gcatatcgaa 2 691 

atatattttg ttatttaagc etgcgaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 27 51 

aaaaaaaaaa aa 2763 



<210> 12 

<211> 722 

<212> PRT 

<213> Homo sapiens 
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<400> 12 



Met Pro Leu His Gin Leu Gly Asp Lys Pro Leu Thr Phe Pro Ser Pro 
15 10 15 



Asn Ser Ala Met Glu Asn Gly Leu Asp His Thr Pro Pro Ser Arg Arg 
20 25 30 



Ala Ser Pro Gly Thr Pro Leu Ser Pro Gly Ser Leu Arg Ser Ala Ala 
35 40 45 



His Ser Pro Leu Asp Thr Ser Lys Gin Pro Leu Cys Gin Leu Trp Ala 
50 55 60 



Glu Lys His Gly Ala Arg Gly Thr His Glu Val Arg Tyr Val Ser Ala 
65 70 75 80 



Gly Gin Ser Val Ala Cys Gly Trp Trp Ala Phe Ala Pro Pro Cys Leu 
85 90 95 



Gin Val Leu Asn Thr Pro Lys Gly lie Leu Phe Phe Leu Cys Ala Ala 
100 105 110 



Ala Phe Leu Gin Gly Met Thr Val Asn Gly Phe lie Asn Thr Val lie 
115 120 125 



Thr Ser Leu Glu Arg Arg Tyr Asp Leu His Ser Tyr Gin Ser Gly Leu 
130 135 140 



lie Ala Ser Ser Tyr Asp lie Ala Ala Cys Leu Cys Leu Thr Phe Val 
145 150 155 160 



Ser Tyr Phe Gly Gly Ser Gly His Lys Pro Arg Trp Leu Gly Trp Gly 
165 170 175 



Val Leu Leu Met Gly Thr Gly Ser Leu Val Phe Ala Leu Pro His Phe 
180 185 190 



Thr Ala Gly Arg Tyr Glu Val Glu Leu Asp Ala Gly Val Arg Thr Cys 
195 200 205 



Pro Ala Asn Pro Gly Ala Val Cys Ala Asp Ser Thr Ser * Gly Leu Ser 
210 215 220 
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Arg Tyr Gin Leu Val Phe Met Leu Gly Gin Phe Leu His Gly Val Gly 
225 230 235 240 



Ala Thr Pro Leu Tyr Thr Leu Gly Val Thr Tyr Leu Asp Glu Asn Val 
245 250 255 



Lys Ser Ser Cys Ser Pro Val Tyr lie Ala lie Phe Tyr Thr Ala Ala 
260 265 270 



lie Leu Gly Pro Ala Ala Gly Tyr Leu lie Gly Gly Ala Leu Leu Asn 
275 280 285 



lie Tyr Thr Glu Met Gly Arg Arg Thr Glu Leu Thr Thr Glu Ser Pro 
290 295 300 



Leu Trp Val Gly Ala Trp Trp Val Gly Phe Leu Gly Ser Gly Ala Ala 
305 310 315 320 



Ala Phe Phe Thr Ala Val Pro lie Leu Gly Tyr Pro Arg Gin Leu Pro 
325 330 335 



Gly Ser Gin Arg Tyr Ala Val Met Arg Ala Ala Glu Met His Gin Leu 
340 345 350 



Lys Asp Ser Ser Arg Gly Glu Ala Ser Asn Pro Asp Phe Gly Lys Thr 
355 360 365 



lie Arg Asp Leu Pro Leu Ser lie Trp Leu Leu Leu Lys Asn Pro Thr 
370 375 380 



Phe lie Leu Leu Cys Leu Ala Gly Ala Thr Glu Ala Thr Leu lie Thr 
385 390 395 400 



Gly Met Ser Thr Phe Ser Pro Lys Phe Leu Glu Ser Gin Phe Ser Leu 
405 410 415 



Ser Ala Ser Glu Ala Ala Thr Leu Phe Gly Tyr Leu Val Val Pro Ala 
420 425 430 



Gly Gly Gly Gly Thr Phe Leu Gly Gly Phe Phe Val Asn Lys Leu Arg 
435 440 445 
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Leu Arg Gly Ser Ala Val lie Lys Phe Cys Leu Phe Cys Thr Val Val 
450 455 460 



Ser Leu Leu Gly lie Leu Val Phe Ser Leu His Cys Pro Ser Val Pro 
465 470 475 480 



Met Ala Gly Val Thr Ala Ser Tyr Gly Gly Ser Leu Leu Pro Glu Gly 
485 490 495 



His Leu Asn Leu Thr Ala Pro Cys Asn Ala Ala Cys Ser Cys Gin Pro 
500 505 510 



Glu His Tyr Ser Pro Val Cys Gly Ser Asp Gly Leu Met Tyr Phe Ser 
515 520 525 



Leu Cys His Ala Gly Cys Pro Ala Ala Thr Glu Thr Asn Val Asp Gly 
530 535 540 



Gin Lys Val Tyr Arg Asp Cys Ser Cys lie Pro Gin Asn Leu Ser Ser 
545 550 555 560 



Gly Phe Gly His Ala Thr Ala Gly Lys Cys Thr Ser Thr Cys Gin Arg 
565 570 575 



Lys Pro Leu Leu Leu Val Phe lie Phe Val Val lie Phe Phe Thr Phe 
580 585 590 



Leu Ser Ser lie Pro Ala Leu Thr Ala Thr Leu Arg Cys Val Arg Asp 
595 600 605 



Pro Gin Arg Ser Phe Ala Leu Gly lie Gin Trp lie Val Val Arg lie 
610 615 620 



Leu Gly Gly lie Pro Gly Pro lie Ala Phe Gly Trp Val lie Asp Lys 
625 630 635 640 



Ala Cys Leu Leu Trp Gin Asp Gin Cys Gly. Gin Gin Gly Ser Cys Leu 
645 650 655 



Val Tyr Gin Asn Ser Ala Met Ser Arg Tyr lie Leu lie Met Gly Leu 
660 665 670 



Leu Tyr Lys Val Leu Gly Val Leu Phe Phe Ala lie Ala Cys Phe Leu 
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675 



680 



685 



Tyr Lys Pro Leu Ser Glu Ser Ser Asp Gly Leu Glu Thr Cys Leu Pro 
690 695 700 



Ser Gin Ser Ser Ala Pro Asp Ser Ala Thr Asp Ser Gin Leu Gin Ser 
705 710 715 720 



Ser Val 



<210> 13 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 13 

accctgtcta gcaggttgca 20 

<210> 14 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 14 

ctgtcggagt cttcagatg 19 

<210> 15 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 15 

tccatcacag cctcctacgc 20 

<210> 16 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 16 

tgcctctact ctgaccctag 20 

<210> 17 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 17 
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ggagcagtca ttgacaccac 



<210> 18 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 18 

tgctgggagt acaacgtgac g 



<210> 19 

<211> 20 

<212> DNA 

<213> Homo 

<400> 19 
acaaggagga 



sapiens 
tggactgcag 



<210> 20 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 20 

caggaatccc agctccagtg 



<210> 21 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 21 

gctacaaccc aactactggc 



<210> 22 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 22 

gggactaact gtgatactgg 



<210> 23 

<211> 661 

<212> PRT 

<213> Rattus rattus 

<400> 23 



Met Gly Lys Ser Glu Lys Arg Val Ala Thr His Gly Val Arg Cys Phe 
15 10 15 
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Ala Lys lie Lys Met Phe Leu Leu Ala Leu Thr Cys Ala Tyr Val Ser 
20 25 30 



Lys Ser Leu Ser Gly Thr Tyr Met Asn Ser Met Leu Thr Gin lie Glu 
35 40 45 



Arg Gin Phe Gly lie Pro Thr Ser lie Val Gly Leu lie Asn Gly Ser 
50 55 60 



Phe Glu lie Gly Asn Leu Leu Leu lie lie Phe Val Ser Tyr Phe Gly 
65 70 75 80 



Thr Lys Leu His Arg Pro He Met He Gly Val Gly Cys Ala Val Met 
85 90 95 



Gly Leu Gly Cys Phe Leu He Ser Leu Pro His Phe Leu Met Gly Gin 
100 105 110 



Tyr Glu Tyr Glu Thr He Leu Pro Thr Ser Asn Val Ser Ser Asn Ser 
115 120 125 



Phe Phe Cys Val Glu Asn Arg Ser Gin Thr Leu Asn Pro Thr Gin Asp 
130 135 140 



Pro Ser Glu Cys Val Lys Glu Met Lys Ser Leu Met Trp He Tyr Val 
145 150 155 160 



Leu Val Gly Asn He He Arg Gly He Gly Glu Thr Pro He Met Pro 
165 170 175 



Leu Gly He Ser Tyr He Glu Asp Phe Ala Lys Ser Glu Asn Ser Pro 
180 185 190 



Leu Tyr He Gly He Leu Glu Thr Gly Met Thr He Gly Pro Leu He 
195 200 205 



Gly Leu Leu Leu Ala Ser Ser Cys Ala Asn He Tyr Val Asp He Glu 
210 215 220 



Ser Val Asn Thr Asp Asp Leu Thr He Thr Pro Thr Asp Thr Arg Trp 
225 230 235 240 
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Val Gly Ala Trp Trp lie Gly Phe Leu Val Cys Ala Gly Val Asn lie 
245 250 255 



Leu Thr Ser Phe Pro Phe Phe Phe Phe Pro Lys Thr Leu Pro Lys Glu 
260 265 270 



Gly Leu Gin Glu Asn Val Asp Gly Thr Glu Asn Ala Lys Glu Lys Lys 
275 280 285 



His Arg Lys Lys Ala Lys Glu Glu Lys Arg Gly lie Thr Lys Asp Phe 
290 295 300 



Phe Val Phe Met Lys Ser Leu Ser Cys Asn Pro lie Tyr Met Leu Phe 
305 310 315 320 



lie Leu He Ser Val Leu Gin Phe Asn Ala Phe He Asn Ser Phe Thr 
325 330 335 



Phe Met Pro Lys Tyr Leu Glu Gin Gin Tyr Gly Lys Ser Thr Ala Glu 
340 345 350 



Val Val Phe Leu Met Gly Leu Tyr Met Leu Pro Pro He Cys Leu Gly 
355 360 365 



Tyr Leu He Gly Gly Leu He Met Lys Lys Phe Lys Val Thr Val Lys 
370 375 380 



Lys Ala Ala His Leu Ala Phe Trp Leu Cys Leu Ser Glu Tyr Leu Leu 
385 390 395 400 



Ser Phe Leu Ser Tyr Val Met Thr Cys Asp Asn Phe Pro Val Ala Gly 
405 410 415 



Leu Thr Thr Ser Tyr Glu Gly Val Gin His Gin Leu Tyr Val Glu Asn 
420 425 430 



Lys Val Leu Ala Asp Cys Asn Thr Arg Cys Asn Cys Ser Thr Asn Thr 
435 440 445 



Trp Asp Pro Val Cys Gly Asp Asn Gly Leu Ala Tyr Met Ser Ala Cys 
450 455 460 
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Leu Ala Gly Cys Glu Lys Ser Val Gly Thr Gly Thr Asn Met Val Phe 
465 470 475 480 



Gin Asn Cys Ser Cys lie Gin Ser Ser Gly Asn Ser Ser Ala Val Leu 
485 490 495 



Gly Leu Cys Asn Lys Gly Pro Asp Cys Ala Asn Lys Leu Gin Tyr Phe 
500 505 510 



Leu lie lie Ala lie Phe Gly Cys Phe lie Tyr Ser Leu Ala Gly lie 
515 520 525 



Pro Gly Tyr Met Val Leu Leu Arg Cys lie Lys Ser Glu Glu Lys Ser 
530 535 540 



Leu Gly Val Gly Leu His Ala Phe Cys lie Arg lie Leu Ala Gly lie 
545 550 555 560 



Pro Ala Pro lie Tyr Phe Gly Ala Leu lie Asp Arg Thr Cys Leu His 
565 570 575 



Trp Gly Thr Leu Lys Cys Gly Glu Pro Gly Ala Cys Arg Met Tyr Asp 
580 585 590 



lie Asn Ser Phe Arg Arg Leu Tyr Leu Gly Leu Pro Ala Ala Leu Arg 
595 600 605 



Gly Ala Ser Phe Val Pro Ala Phe Phe lie Leu Arg Leu Thr Arg Thr 
610 615 620 



Phe Gin Phe Pro Gly Asp lie Glu Ser Ser Lys Thr Asp His Ala Glu 
625 630 635 640 



Met Lys Leu Thr Leu Lys Glu Ser Glu Cys Thr Glu Val Leu Arg Ser 
645 650 655 



Lys Val Thr Glu Asp 
660 



<210> 24 

<211> 670 

<212> PRT 

<213> Rattus rattus 



49 



<400> 24 



Met Gly Glu Thr Glu Lys Arg Val Ala Thr His Glu Val Arg Cys Phe 
15 10 15 



Ser Lys lie Lys Met Phe Leu Leu Ala Leu Thr Trp Ala Tyr Val Ser 
20 25 30 



Gin Ser Leu Ser Gly He Tyr Met Asn Thr Met Leu Thr Gin He Glu 
35 40 45 



Arg Gin Phe Asp He Pro He Ser He Val Gly Phe He Asn Gly Ser 
50 55 60 



Phe Glu He Gly Asn Phe Leu Leu He He Phe Val Ser Tyr Phe Gly 
65 70 75 80 



Thr Lys Leu His Arg Pro He Met He Gly Val Gly Cys Val He Met 
85 90 95 



Gly Leu Gly Cys Phe Leu Met Ser Leu Pro His Phe Leu Met Gly Arg 
100 105 110 



Tyr Glu Tyr Glu Thr Thr He Ser Pro Thr Ser Asn Leu Ser Ser Asn 
115 120 125 



Ser Phe Leu Cys Met Glu Asn Arg Ser Gin Thr Leu Lys Pro Thr Gin 
130 135 140 



Asp Pro Ala Glu Cys He Lys Glu Met Lys Ser Leu Met Trp He Tyr 
145 150 155 160 



Val Leu Val Gly Asn He He Arg Gly He Gly Glu Thr Pro He Met 
165 170 175 



Pro Leu Gly He Ser Tyr He Glu Asp Phe Ala Lys Ser Glu Asn Ser 
180 185 190 



Pro Leu Tyr He Gly He Leu Glu Thr Gly Lys Val Phe Gly Pro He 
195 200 205 



Val Gly Leu Leu Leu Gly Ser Phe Cys Ala Ser He Tyr Val Asp Thr 
210 215 220 
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Gly Ser Val Asn Thr Asp Asp Leu Thr lie Thr Pro Thr Asp Thr Arg 
225 230 235 240 



Trp Val Gly Ala Trp Trp lie Gly Phe Leu lie Cys Ala Gly Val Asn 
245 250 255 



lie Leu Ser Ser lie Pro Phe Phe Phe Phe Pro Lys Thr Leu Pro Lys 
260 265 270 



Glu Gly Leu Gin Asp Asp Val Asp Gly Thr Asn Asn Asp Lys Glu Glu 
275 280 285 



Lys His Arg Glu Lys Ala Lys Glu Glu Asn Arg Gly lie Thr Lys Asp 
290 295 300 



Phe Leu Pro Phe Met Lys Ser Leu Ser Cys Asn Pro lie Tyr Met Leu 
305 310 315 320 



Leu lie Leu Thr Ser Val Leu Gin lie Asn Ala Phe lie Asn Met Phe 
325 330 335 



Thr Phe Leu Pro Lys Tyr Leu Glu Gin Gin Tyr Gly Lys Ser Thr Ala 
340 345 350 



Glu Val Val Leu Leu lie Gly Val Tyr Asn Leu Pro Pro lie Cys lie 
355 360 365 



Gly Tyr Leu Leu lie Gly Phe lie Met Lys Lys Phe Lys lie Thr Val 
370 375 380 



Lys Lys Ala Ala Tyr Met Ala Phe Cys Leu Ser Leu Phe Glu Tyr Leu 
385 390 395 400 



Leu Tyr Phe Leu His Phe Met lie Thr Cys Asp Asn Phe Pro Val Ala 
405 410 415 



Gly Leu Thr Ala Leu Tyr Glu Gly Val His His Pro Leu Tyr Val Glu 
420 425 430 



Asn Lys Val Leu Ala Asp Cys Asn Arg Gly Cys Ser Cys Ser Thr Asn 
435 440 445 
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Ser Trp Asp Pro Val Cys Gly Asp Asn Gly Leu Ala Tyr Met Ser Ala 
450 455 460 



Cys Leu Ala Gly Cys Lys Lys Ser Val Gly Thr Gly Thr Asn Met Val 
465 470 475 480 



Phe Gin Asn Cys Ser Cys lie Arg Ser Ser Gly Asn Ser Ser Ala Val 
485 490 495 



Leu Gly Leu Cys Lys Lys Gly Pro Glu Cys Ala Asn Lys Leu Gin Tyr 
500 505 510 



Phe Leu lie Met Ser Val lie Gly Ser Phe lie Tyr Ser lie Thr Ala 
515 520 525 



lie Pro Gly Tyr Met Val Leu Leu Arg Cys lie Lys Pro Glu Lys Lys 
530 535 540 



Ser Leu Gly lie Gly Leu His Ala Phe Cys Thr Arg Val Phe Ala Gly 
545 550 555 560 



lie Pro Ala Pro lie Tyr Phe Gly Ala Leu lie Asp Arg Thr Cys Leu 
565 570 575 



His Trp Gly Thr Leu Lys Cys Gly Glu Pro Gly Ala Cys Arg Met Tyr 
580 585 590 



Asn lie Asn Asn Phe Arg Arg lie Tyr Leu Val Leu Pro Ala Ala Leu 
595 600 605 



Arg Gly Ser Ser Tyr Leu Pro Ala Leu Phe lie Leu lie Leu Met Arg 
610 615 620 



Lys Phe Gin Phe Pro Gly Glu lie Asp Ser Ser Glu Thr Glu Leu Ala 
625 630 635 640 



Glu Met Lys lie Thr Val Lys Lys Ser Glu Cys Thr Asp Val His Gly 
645 650 655 



Ser Pro Gin Val Glu Asn Asp Gly Glu Leu Lys Thr Arg Leu 
660 665 670 



<210> 25 
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<211> 669 
<212> PRT 
<213> Rattus rattus 

<400> 25 

Met Gly Asp Leu Glu Lys Gly Ala Ala Thr His Gly Ala Gly Cys Phe 
1 5 10 15 



Ala Lys lie Lys Val Phe Leu Met Ala Leu Thr Cys Ala Tyr Val Ser 
20 25 30 



Lys Ser Leu Ser Gly Thr Phe Met Ser Ser Met Leu Thr Gin lie Glu 
35 40 45 



Arg Gin Phe Gly lie Pro Thr Ala lie Val Gly Phe lie Asn Gly Ser 
50 55 60 



Phe Glu lie Gly Asn Leu Leu Leu lie lie Phe Val Ser Tyr Phe Gly 
65 70 75 80 



Met Lys Leu His Arg Pro lie Val lie Gly Val Gly Cys Ala Val Met 
85 90 95 



Gly Leu Gly Cys Phe lie lie Ser Leu Pro His Phe Leu Met Gly Arg 
100 105 110 



Tyr Glu Tyr Glu Thr Thr lie Leu Pro Thr Ser Asn Leu Ser Ser Asn 
115 120 125 



Ser Phe Leu Cys Met Glu Asn Gin Thr Gin Thr Leu Asn Pro Ala Gin 
130 135 140 



Asp Pro Ala Glu Cys Val Lys Glu Val Lys Ser Leu Met Trp lie Tyr 
145 150 155 160 



Val Leu Val Gly Asn lie lie Arg Gly lie Gly Glu Thr Pro lie Met 
165 170 175 



Pro Leu Gly Val Ser Tyr lie Glu Asn Phe Ala Lys Ser Glu Asn Ser 
180 185 190 



Pro Leu Tyr lie Gly lie Leu Glu Thr Gly Lys Met lie Gly Pro lie 
195 200 205 
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Phe Gly Leu Leu Leu Gly Ser Phe Cys Ala Ser lie Tyr Val Asp Thr 
210 215 220 



Gly Ser Val Asn Thr Asp Asp Leu Thr lie Thr Pro Thr Asp lie Arg 
225 230 235 240 



Trp Val Gly Ala Trp Trp lie Gly Phe Leu Val Cys Ala Gly Val Asn 
245 250 255 



lie Leu lie Ser lie Pro Phe Phe Phe Phe Pro Lys Thr Leu Pro Lys 
260 265 270 



Glu Gly Leu Gin Glu Asn Val Asp Gly Thr Glu Asn Ala Lys Glu Glu 
275 280 285 



Ser Thr Glu Lys Arg Pro Arg Lys Lys Asn Arg Gly lie Thr Lys Asp 
290 295 300 



Phe Phe Pro Phe Leu Lys Ser Pro Val Leu Gin Pro Asp Leu His Ala 
305 310 315 320 



Val His Pro Tyr Lys Val Leu Gin Val Asn Ala Phe Asn lie Tyr Phe 
325 330 335 



Ser Phe Leu Pro Lys Tyr Leu Glu Asn Gin Tyr Gly Lys Ser Thr Ala 
340 345 350 



Glu Val lie Phe Leu Met Gly Val Tyr Asn Leu Pro Ala lie Cys lie 
355 360 365 



Gly Tyr Leu lie Ala Gly Phe Met Met Lys Lys Phe Lys lie Thr Val 
370 375 380 



Lys Thr Ala Ala Phe Leu Arg Phe Cys Leu Ser Leu Ser Glu Tyr Ser 
385 390 395 400 



Phe Gly Phe Cys Asn Phe Leu lie Thr Cys Asp Asn Val Pro Val Ala 
405 410 415 



Gly Leu Thr Asn Ser Tyr Glu Arg Asp Gin Lys Pro Leu Tyr Leu Glu 
420 425 430 
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Asn Asn Val Leu Ala Asp Cys Asn Thr Arg Cys Ser Cys Leu Thr Lys 
435 440 445 



Thr Trp Asp Pro Val Cys Gly Asp Asn Gly Leu Ala Tyr Met Ser Ala 
450 455 460 



Cys Leu Ala Gly Cys Glu Lys Ser Val Gly Thr Gly Thr Asn Met Val 
465 470 475 480 



Phe His Asn Cys Ser Cys lie Gin Ser Pro Gly Asn Ser Ser Ala Val 
485 490 495 



Leu Gly Leu Cys Asn Lys Gly Pro Glu Cys Thr Asn Lys Leu Gin Tyr 
500 505 510 



Leu Leu lie Leu Ser Gly Phe Leu Ser lie Leu Tyr Ser Phe Ala Ala 
515 520 525 



lie Pro Gly Tyr Met Val Phe Leu Arg Cys lie Lys Ser Glu Glu Lys 
530 535 540 



Ser Leu Gly lie Gly lie His Ala Phe Cys lie Arg Val Phe Ala Gly 
545 550 555 560 



lie Pro Ala Pro lie Tyr Phe Gly Ala Leu lie Asp Arg Thr Cys Leu 
565 570 575 



His Trp Gly Thr Gin Lys Cys Gly Ala Pro Gly Arg Arg Met Tyr Asp 
580 585 590 



lie Asn Ser Phe Arg Arg lie Tyr Leu Gly Met Ser Ala Ala Leu Arg 
595 600 605 



Gly Ser Ser Tyr Leu Pro Ala Phe Val lie Val lie Leu Thr Arg Lys 
610 615 620 



Phe Ser Leu Pro Gly Lys He Asn Ser Ser Glu Met Glu lie Ala Glu 
625 630 635 640 



Met Lys Leu Thr Glu Lys Glu Ser Gin Cys Thr Asp Val His Arg Asn 
645 650 655 



Pro Lys Phe Lys Asn Asp Gly Glu Leu Lys Thr Lys Leu 
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660 



665 



<210> 26 

<211> 670 

<212> PRT 

<213> Rattus rattus 

<400> 26 

Met Glu Glu Thr Glu Lys Lys lie Ala Thr Gin Glu Gly Arg Leu Phe 
15 10 15 



Ser Lys Met Lys Val Phe Leu Leu Ser Leu Thr Cys Ala Cys Leu Thr 
20 25 30 



Lys Ser Leu Ser Gly Val Tyr Met Asn Ser Met Leu Thr Gin lie Glu 
35 40 45 



Arg Gin Phe Asp lie Ser Thr Ser Val Ala Gly Leu lie Asn Gly Ser 
50 55 60 



Phe Glu lie Gly Asn Leu Phe Phe lie Val Phe Val Ser Tyr Phe Gly 
65 70 75 80 



Thr Lys Leu His Arg Pro Val Val lie Gly lie Gly Cys Val lie Met 
85 90 95 



Gly Leu Gly Cys Leu Leu Met Ser Leu Pro His Phe Phe Met Gly Arg 
100 105 110 



Tyr Glu Tyr Glu Thr Thr lie Ser Pro Thr Gly Asn Leu Ser Ser Asn 
115 120 125 



Ser Phe Leu Cys Met Glu Asn Arg Thr Gin Thr Leu Lys Pro Thr Gin 
130 135 140 



Asp Pro Ala Glu Cys Val Lys Glu Met Lys Ser Leu Met Trp lie Cys 
145 150 155 160 



Val Met Val Gly Asn lie lie Arg Gly lie Gly Glu Thr Pro lie Val 
165 170 175 



Pro Leu Gly lie Ser Tyr lie Glu Asp Phe Ala Lys Ser Glu Asn Ser 
180 185 190 
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Pro Leu Tyr lie Gly lie Leu Glu Met Gly Lys Val Ala Gly Pro lie 
195 200 205 



Phe Gly Leu Leu Leu Gly Ser Tyr Cys Ala Gin lie Tyr Val Asp lie 
210 215 220 



Gly Ser Val Asn Thr Asp Asp Leu Thr lie Thr Pro Ser Asp Thr Arg 
225 230 235 240 



Trp Val Gly Ala Trp Trp lie Gly Phe Leu Val Cys Ala Gly Val Asn 
245 250 255 



lie Leu Thr Ser lie Pro Phe Phe Phe Leu Pro Lys Ala Leu Pro Lys 
260 265 270 



Lys Gly Gin Gin Glu Asn Val Ala Val Thr Lys Asp Gly Lys Val Glu 
275 280 285 



Lys Tyr Gly Gly Gin Ala Arg Glu Glu Asn Leu Gly lie Thr Lys Asp 
290 295 300 



Phe Leu Thr Phe Met Lys Arg Leu Phe Cys Asn Pro lie Tyr Met Leu 
305 310 315 320 



Phe lie Leu Thr Ser Val Leu Gin Val Asn Gly Phe lie Asn Lys Phe 
325 330 335 



Thr Phe Leu Pro Lys Tyr Leu Glu Gin Gin Tyr Gly Lys Ser Thr Ala 
340 345 350 



Glu Ala lie Phe Leu lie Gly Val Tyr Ser Leu Pro Pro lie Cys Leu 
355 360 365 



Gly Tyr Leu lie Gly Gly Phe lie Met Lys Lys Phe Lys lie Thr Val 
370 375 380 



Lys Lys Ala Ala Tyr Leu Ala Phe Cys Leu Ser Val Phe Glu Tyr Leu 
385 390 395 400 



Leu Phe Leu Cys His Phe Met Leu Thr Cys Asp Asn Ala Ala Val Ala 
405 410 415 
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Gly Leu Thr Thr Ser Tyr Lys Gly Val Gin His Gin Leu His Val Glu 
420 425 430 



Ser Lys Val Leu Ala Asp Cys Asn Thr Arg Cys Ser Cys Ser Thr Asn 
435 440 445 



Thr Trp Asp Pro Val Cys Gly Asp Asn Gly Val Ala Tyr Met Ser Ala 
450 455 460 



Cys Leu Ala Gly Cys Lys Lys Phe Val Gly Thr Gly Thr Asn Met Val 
465 470 475 480 



Phe Gin Asp Cys Ser Cys lie Gin Ser Leu Gly Asn Ser Ser Ala Val 
485 490 495 



Leu Gly Leu Cys Lys Lys Gly Pro Glu Cys Ala Asn Arg Leu Gin Tyr 
500 505 510 



Phe Leu lie Leu Thr lie lie lie Ser Phe lie Tyr Ser Leu Thr Ala 
515 520 525 



lie Pro Gly Tyr Met Val Phe Leu Arg Cys Val Lys Ser Glu Glu Lys 
530 535 540 



Ser Leu Gly Val Gly Leu His Thr Phe Cys He Arg Val Phe Ala Gly 
545 550 555 560 



He Pro Ala Pro Val Tyr Phe Gly Ala Leu He Asp Arg Thr Cys Leu 
565 570 575 



His Trp Gly Thr Leu Lys Cys Gly Gin Arg Gly Ala Cys Arg Met Tyr 
580 585 590 



Asp lie Asn Ser Phe Arg His He Tyr Leu Gly Leu Pro He Ala Leu 
595 600 605 



Arg Gly Ser Ser Tyr Leu Pro Ala Phe Phe He Leu He Leu Met Arg 
610 615 620 



Lys Phe Gin Phe Pro Gly Asp He Asp Ser Ser Ala Thr Asp His Thr 
625 630 635 640 



Glu Met Met Leu Gly Glu Lys Glu Ser Glu His Thr Asp Val His Gly 
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645 650 655 



Ser Pro Gin Val Glu Asn Asp Gly Glu Leu Lys Thr Lys Leu 
660 665 670 



<210> 27 

<211> 670 

<212> PRT 

<213> Homo sapiens 

<400> 27 

Met Gly Glu Thr Glu Lys Arg lie Glu Thr His Arg lie Arg Cys Leu 
15 10 15 



Ser Lys Leu Lys Met Phe Leu Leu Ala lie Thr Cys Ala Phe Val Ser 
20 25 30 



Lys Thr Leu Ser Gly Ser Tyr Met Asn Ser Met Leu Thr Gin lie Glu 
35 40 45 



Arg Gin Phe Asn lie Pro Thr Ser Leu Val Gly Phe lie Asn Gly Ser 
50 55 60 



Phe Glu lie Gly Asn Leu Leu Leu lie lie Phe Val Ser Tyr Phe Gly 
65 70 75 80 



Thr Lys Leu His Arg Pro lie Met lie Gly lie Gly Cys Val Val Met 
85 90 95 



Gly Leu Gly Cys Phe Leu Lys Ser Leu Pro His Phe Leu Met Asn Gin 
100 105 110 



Tyr Glu Tyr Glu* Ser Thr Val Ser Val Ser Gly Asn Leu Ser Ser Asn 
115 120 125 



Ser Phe Leu Cys Met Glu Asn Gly Thr Gin lie Leu Arg Pro Thr Gin 
130 135 140 



Asp Pro Ser Glu Cys Thr Lys Glu Val Lys Ser Leu Met Trp Val Tyr 
145 150 155 160 



Val Leu Val Gly Asn lie Val Arg Gly Met Gly Glu Thr Pro lie Leu 
165 170 175 
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I 



Pro Leu Gly lie Ser Tyr lie Glu Asp Phe Ala Lys Phe Glu Asn Ser 
180 185 190 



Pro Leu Tyr lie Gly Leu Val Glu Thr Gly Ala lie lie Gly Pro Leu 
195 200 205 



lie Gly Leu Leu Leu Ala Ser Phe Cys Ala Asn Val Tyr Val Asp Thr 
210 215 220 



Gly Phe Val Asn Thr Asp Asp Leu lie lie Thr Pro Thr Asp Thr Arg 
225 230 235 240 



Trp Val Gly Ala Trp Trp Phe Gly Phe Leu lie Cys Ala Gly Val Asn 
245 250 255 



Val Leu Thr Ala lie Pro Phe Phe Phe Leu Pro Asn Thr Leu Pro Lys 
260 265 270 



Glu Gly Leu Glu Thr Asn Ala Asp lie lie Lys Asn Glu Asn Glu Asp 
275 280 285 



Lys Gin Lys Glu Glu Val Lys Lys Glu Lys Tyr Gly lie Thr Lys Asp 
290 295 300 



Phe Leu Pro Phe Met Lys Ser Leu Ser Cys Asn Pro lie Tyr Met Leu 
305 310 315 320 



Phe lie Leu Val Ser Val He Gin Phe Asn Ala Phe Val Asn Met He 
325 330 335 



Ser Phe Met Pro Lys Tyr Leu Glu Gin Gin Tyr Gly He Ser Ser Ser 
340 345 350 



Asp Ala He Phe Leu Met Gly He Tyr Asn Leu Pro Pro He Cys He 
355 360 365 



Gly Tyr He He Gly Gly Leu He Met Lys Lys Phe Lys He Thr Val 
370 375 380 



Lys Gin Ala Ala His He Gly Cys Trp Leu Ser Leu Leu Glu Tyr Leu 
385 390 395 400 
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Leu Tyr Phe Leu Ser Phe Leu Met Thr Cys Glu Asn Ser Ser Val Val 
405 410 415 



Gly lie Asn Thr Ser Tyr Glu Gly lie Pro Gin Asp Leu Tyr Val Glu 
420 425 430 



Asn Asp lie Phe Ala Asp Cys Asn Val Asp Cys Asn Cys Pro Ser Lys 
435 440 445 



lie Trp Asp Pro Val Cys Gly Asn Asn Gly Leu Ser Tyr Leu Ser Ala 
450 455 460 



Cys Leu Ala Gly Cys Glu Thr Ser lie Gly Thr Gly lie Asn Met Val 
465 470 475 480 



Phe Gin Asn Cys Ser Cys lie Gin Thr Ser Gly Asn Ser Ser Ala Val 
485 490 495 



Leu Gly Leu Cys Asp Lys Gly Pro Asp Cys Ser Leu Met Leu Gin Tyr 
500 505 510 



Phe Leu lie Leu Ser Ala Met Ser Ser Phe lie Tyr Ser Leu Ala Ala 

515 520 525 



lie Pro Gly Tyr Met Val Leu Leu Arg Cys Met Lys Ser Glu Glu Lys 
530 535 540 



Ser Leu Gly Val Gly Leu His Thr Phe Cys Thr Arg Val Phe Ala Gly 
545 550 555 560 



lie Pro Ala Pro lie Tyr Phe Gly Ala Leu Met Asp Ser Thr Cys Leu 
565 570 575 



His Trp Gly Thr Leu Lys Cys Gly Glu Ser Gly Ala Cys Arg lie Tyr 
580 585 590 



Asp Ser Thr Thr Phe Arg Tyr lie Tyr Leu Gly Leu Pro Ala Ala Leu 
595 600 605 



Arg Gly Ser Ser Phe Val Pro Ala Leu lie lie Leu lie Leu Leu Arg 
610 615 620 



Lys Cys His Leu Pro Gly Glu Asn Ala Ser Ser Gly Thr Glu Leu lie 
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625 



630 



635 



640 



Glu Thr Lys Val Lys Gly Lys Glu Asn Glu Cys Lys Asp lie Tyr Gin 
645 650 655 



Lys Ser Thr Val Leu Lys Asp Asp Glu Leu Lys Thr Lys Leu 
660 665 670 



<210> 28 

<211> 643 

<212> PRT 

<213> Homo sapiens 

<400> 28 

Met Gly Leu Leu Pro Lys Leu Gly Val Ser Gin Gly Ser Asp Thr Ser 
1 5 . 10 15 



Thr Ser Arg Ala Gly Arg Cys Ala Arg Ser Val Phe Gly Asn lie Lys 
20 25 30 



Val Phe Val Leu Cys Gin Gly Leu Leu Gin Leu Cys Gin Leu Leu Tyr 
35 40 45 



Ser Ala Tyr Phe Lys Ser Ser Leu Thr Thr lie Glu Lys Arg Phe Gly 
50 55 60 



Leu Ser Ser Ser Ser Ser Gly Leu lie Ser Ser Leu Asn Glu lie Ser 
65 70 75 80 



Asn Ala lie Leu lie He Phe Val Ser Tyr Phe Gly Ser Arg Val His 
85 90 95 



Arg Pro Arg Leu lie Gly He Gly Gly Leu Phe Leu Ala Ala Gly Ala 
100 105 110 



Phe He Leu Thr Leu Pro His Phe Leu Ser Glu Pro Tyr Gin Tyr Thr 
115 120 125 



Leu Ala Ser Thr Gly Asn Asn Ser Arg Leu Gin Ala Glu Leu Cys Gin 
130 135 140 



Lys His Trp Gin Asp Leu Pro Pro Ser Lys Cys His Ser Thr Thr Gin 
145 150 155 160 
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Asn Pro Gin Lys Glu Thr Ser Ser Met Trp Gly Leu Met Val Val Ala 
165 170 175 



Gin Leu Leu Ala Gly lie Gly Thr Val Pro lie Gin Pro Phe Gly lie 
180 185 190 



Ser Tyr Val Asp Asp Phe Ser Glu Pro Ser Asn Ser Pro Leu Tyr lie 
195 200 205 



Ser lie Leu Phe Ala lie Ser Val Phe Gly Pro Ala Phe Gly Tyr Leu 
210 215 220 



Leu Gly Ser lie Met Leu Gin lie Phe Val Asp Tyr Gly Arg Val Asn 
225 230 235 240 



Thr Ala Ala Val Asn Leu Val Pro Gly Asp Pro Arg Trp lie Gly Ala 
245 250 255 



Trp Trp Leu Gly Leu Leu lie Ser Ser Ala Leu Leu Val Leu Thr Ser 
260 265 270 



Phe Pro Phe Phe Phe Phe Pro Arg Ala Met Pro lie Gly Ala Lys Arg 
275 280 285 



Ala Pro Ala Thr Ala Asp Glu Ala Arg Lys Leu Glu Glu Ala Lys Ser 
290 295 300 



Arg Gly Ser Leu Val Asp Phe lie Lys Arg Phe Pro Cys lie Phe Leu 
305 310 315 320 



Arg Leu Leu Met Asn Ser Leu Phe Val Leu Val Val Leu Ala Gin Cys 
325 330 335 



Thr Phe Ser Ser Val He Ala Gly Leu Ser Thr Phe Leu Asn Lys Phe 
340 345 350 



Leu Glu Lys Gin Tyr Gly Thr Ser Ala Ala Tyr Ala Asn Phe Leu He 
355 360 365 



Gly Ala Val Asn Leu Pro Ala Ala Ala Leu Gly Met Leu Phe Gly Gly 
370 375 380 
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lie Leu Met Lys Arg Phe Val Phe Ser Leu Gin Thr lie Pro Arg lie 
385 390 395 400 



Ala Thr Thr lie lie Thr lie Ser Met lie Leu Cys Val Pro Leu Phe 
405 410 415 



Phe Met Gly Cys Ser Thr Pro Thr Val Ala Glu Val Tyr Pro Pro Ser 
420 425 430 



Thr Ser Ser Ser lie His Pro Gin Ser Pro Ala Cys Arg Arg Asp Cys 
435 440 445 



Ser Cys Pro Asp Ser lie Phe His Pro Val Cys Gly Asp Asn Gly lie 
450 455 460 



Glu Tyr Leu Ser Pro Cys His Ala Gly Cys Ser Asn lie Asn Met Ser 
465 470 475 480 



Ser Ala Thr Ser Lys Gin Leu lie Tyr Leu Asn Cys Ser Cys Val Thr 
485 490 495 



Gly Gly Ser Ala Ser Ala Lys Thr . Gly Ser Cys Pro Val Pro Cys Ala 
500 505 510 



His Phe Leu Leu Pro Ala lie Phe Leu lie Ser Phe Val Ser Leu lie 
515 520 525 



Ala Cys lie Ser His Asn Pro Leu Tyr Met Met Val Leu Arg Val Val 
530 535 540 



Asn Gin Glu Glu Lys Ser Phe Ala lie Gly Val Gin Phe Leu Leu Met 
545 550 555 560 



Arg Leu Leu Ala Trp Leu Pro Ser Pro Ala Leu Tyr Gly Leu Thr lie 
565 570 575 



Asp His Ser Cys lie Arg Trp Asn Ser Leu Cys Leu Gly Arg Arg Gly 
580 585 590 



Ala Cys Ala Tyr Tyr Asp Asn Asp Ala Leu Arg Asp Arg Tyr Leu Gly 
595 600 605 



Leu Gin Met Gly Tyr Lys Ala Leu Gly Met Leu Leu Leu Cys Phe lie 
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610 615 620 



Ser Trp Arg Val Lys Lys Asn Lys Glu Tyr Asn Val Gin Lys Ala Ala 
625 630 635 640 



Gly Leu lie 



<210> 


29 


<211> 


384 


<212> 


PRT 


<213> 


Artificial 


<220> 




<223> 


Consensus Sequence 


<400> 


29 



Gly Glu Ala Cys Phe lie Lys Phe Leu Leu Ala Leu Ala Leu Gly Tyr 
15 10 15 



Met Ser Leu Thr Gin lie Glu Arg Arg Phe lie Ser Ser Val Gly Leu 
20 25 30 



lie Gly Ser Phe Glu lie Gly Asn Leu Leu Leu lie Phe Val Ser Tyr 
35 40 45 



Phe Gly Lys Leu His Arg Pro lie Gly Gly Cys Met Gly Leu Gly Leu 
50 55 60 



Leu Pro His Phe Leu Met Gly Tyr Glu Tyr Glu Asn Ser Leu Cys Asn 
65 70 75 80 



Ser Leu Pro Asp Glu Cys Lys Glu Ser Leu Met Trp lie Tyr Val Val 
85 90 95 



Gly Asn lie Leu Arg Gly lie Gly Glu Thr Pro lie Pro Leu Gly lie 
100 105 110 



Ser Tyr lie Asp Asp Phe Ala Lys Glu Asn Ser Pro Leu Tyr lie Gly 
115 120 125 



lie Leu Thr Gly Pro Gly Leu Leu Gly Ser Cys Ala lie Tyr Val Asp 
130 135 140 
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Gly Val Asn Thr Asp Leu lie Thr Pro Asp Pro Arg Trp Val Gly Ala 
145 150 155 160 



Trp Trp Gly Phe Leu Cys Ala Gly Leu Ser lie Pro Phe Phe Phe Phe 
165 170 175 



Pro Lys Leu Pro Lys Gly Val Lys Asp Phe Lys Leu Leu Asn Pro Tyr 
180 185 190 



Leu Leu Val Gin Asn Gly Thr Phe Leu Pro Lys Tyr Leu Glu Gin Gin 
195 200 205 



Tyr Gly Ser Ser Ala Phe Leu Gly Leu Pro Cys Gly Gly Gly lie Met 
210 215 220 



Lys Lys Phe Lys Val Ala Ala Leu Ala Ser Leu Tyr Leu Leu Phe Cys 
225 230 235 240 



Asn Val Ala Gly Leu Thr Ser Tyr Gly Glu Ala Asp Cys Asn Cys Ser 
245 250 255 



Cys Trp Pro Val Cys Gly Asn Gly Tyr Ser Ala Cys Leu Ala Gly Cys 
260 265 270 



Ser Gly Thr Gly Asn Val Phe Asn Cys Ser Cys lie Gly Asn Ser Ser 
275 280 285 



Ala Val Leu Gly Cys Lys Pro Cys Leu Tyr Phe Leu Ser Phe lie Ser 
290 295 300 



Leu lie Pro Gly Tyr Met Val Leu Arg Cys Val Lys Glu Glu Lys Ser 
305 310 315 320 



Leu Ala Gly His Arg Leu Ala Gly lie Pro Ala Pro lie Tyr Phe Gly 
325 330 335 



Ala Leu lie Asp Thr Cys Leu His Trp Gly Thr Cys Gly Gly Ala Cys 
340 345 350 



Arg Tyr Asp Phe Arg Tyr Leu Gly Leu Ala Leu Arg Ser Leu lie Leu 
355 360 365 



Leu Arg Lys Pro lie Ser Ser Glu Lys Glu Ser Thr His Asp Glu Thr 
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370 



375 



380 
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